N

8 29 30 31 32 33 34 35 36 37 38 394041 42

MGV-GENOME-0313385: 25,245-34,312 (+)
tRNA-Ser(TGA)

35 36
I P e, -_—
IMGVR_UViG_3300029019 000095|3300029019/Ga0169654 100080|131-53639: 25,245-36,624 (+)

35 36
I el . __
IMGVR_UViG_3300045988 034726|3300045988|Ga0495776_078134:25,455-34,549 (+)

35 36 37
I P T B . .
uvig_442290_: 25,125-34,953 (+)

35 36

_—

I R —
IMGVR_UViG_3300028999_000078|3300028999|Ga0169655_100098|3309-56979:25,245-36,789 (+)
33 36 37

- e [ S — -
uvig_99513:25,309-36,462 (+)

34 35 36 37 38 DNA helicase (CDS_0039)
I I  W— - W B B | B——S  T R —wE

IMGVR_UViG_3300029207_000172|3300029207|Ga0168683_100154(2-59273:25,322-42,446 (+)
34 35 36 DNA helicase (CDS_0037)
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: ,231 (+)

34 35 36 DNA helicase (CDS_0037)

i
l

IMGVR_UViG_3300045988_076260|3300045988|Ga0495776_ 159523 25,322-38,899 (+)

34 35 36 DNA helicase (CDS_0037)
b Dol _or o C K 0D
MGV-GENOME-0357538:25,322-38,899 (+)
34 35 36 37 38 39 DNA helicase (CDS_0040)

IMGVR_UViG_3300029137_000163|3300029137|Ga0168731_ 100191|1 59574:25,322-42,748 (+)

35 36 37 38 40
e — — ————— 1 ——— —
uvig_146437:25,455-36,142 (+)
35 36
Bt Do Db —C ¢ A& D

IMGVR_UViG_3300029248_000251|3300029248|Ga0168696_1000012|174285-227384: 25,455-36,461 (+)
PDC-502_WP_011937941.1 (CDS_0038)
35 36 37 39 40 41

—  ——— — ™% — &y — —— | ———— — —1
IMGVR_UViG_3300008716_000267|3300008716|Ga0113874_100111[2-55872:25,310-38,972 (+)

27 31 33 34 35 42 43
| r— e ——————————————E. ] I S
MGV-GENOME-0323582: 25,453-37,234 (+)

33 34
O DO Lt —C K KD
SAMEA2580128 a1 ct124558 vs1:25453-37,114 (+)

33 34
I |} —— ;| -
OTU_1066: 24,396-33,862 (+)

PDC-S05 WP_065233724.1 (CDS_0038)
34 35 36 37 39

i
i

uvig_5380783:25,007-40,497 (+)

34 35 39 40

I I I .
IMGVR_UVIG_3300045988_051434|3300045988|Ga0495776_058291: 24,986-34,441 (+)
34 35

—— S —— S ——
uvig_52936:25,049-34,241 (+)

PDC-505_WP_205197604.1 (CDS_0038)

36 37 1 39
LT Dbt OaC T —C K D

IMGVR_UViG_3300029386_000375|3300029386|Ga0243981_1000160[11030-67215:25,784-39,656 (+)
36

‘ w
~N
1

L rr———] | 5
IMGVR_UViG_3300029376_000328|3300029376|Ga0243980_ 1000088\112164 166229:25,784-37,536 (+)
PDC-S05_WP_205197604.1 (CDS_0040)

36 37 38 39 41
b Dol ec ¢ QLD

IMGVR_UViG_3300029385_000363|3300029385|Ga0243985_1000022|251231-307275: 25,784-39,515 (+)
UmuD-like protein (CDS_0040)
anti-CRISPR-Cas (AcrllA9) (CDS_0036) DNA polymerase (CDS_0041)
34 35 3738 39 | 42 43 44 45

IMGVR_UViG_3300045988_076286|3300045988|Ga0495776 091118:24,985-42,572 (+)
tail protein (CDS_0038)
36 37 39 41 42 43 44 45

IMGVR_UViG_3300029378_000320|3300029378|Ga0243978_ 1000083|2 59366:25,784-41,230 (+)

34 3 37 3 39 40 43
OL___ DD D@t ommd—C & KD
SAMNO5414932_al_ct74305 vs1: 25944-37,174 (+)

36 37 38
I - " || ;|
Uvig_408124:25,944-37,622 (+)

35 36 37 38

IMGVR_UViG_3300010259_000002]3300010259|Ga0129316_1000136: 25,699-37,162 (+)
34 35

I e e e e ——————r

TemPhD_cluster_46936:25,139-34,041 (+)

tetrahydrofolate dehydrogenase and cyclohydrolase (CDS_0033)
31 32 34

e I E—
IMGVR_UViG_3300045988_006361|3300045988|Ga0495776_163103:18,723-32,445 (+)
26 32 33

L b —
uvig_344319:25,326-34,315 (+)

uvig 350941:19,970-34,317 (+)

| I N e B
IMGVR_UVIG_3300029604 000280|3300029604|Ga0245147_100052|122863-176787: 24,568-37,932 (+)
31 32

— — ——— — " ™. ——— e ——
IMGVR_UViG_3300006499_000314|3300006499|Ga0100371_100001|73411-124159: 24,429-34,787 (+)
32 33

il

IMGVR_UViG_3300045988_036180|3300045988|Ga0495776_173611:24,423-35,728 (+)
30 31 32

IMGVR_UViG_3300029770_000285|3300029770|Ga0168716_100122[80526-132147:24,418-35,883 (+)
31 32 33 34

IMGVR_UViG_3300007802_000312|3300007802|Ga0105667_100259(2-53898: 24,429-37,907 (+)
32 33 36

I ——
MGV-GENOME-0354610:24,660-35,157 (+)
SRS076976_al_ct2852 vs1:24,376-36,348 (+)

MGV-GENOME-0347886: 24,342-34,848 (+)

MGV-GENOME-0312465:24,465-34,722 (+)
anti-RM (APIS072) (CDS_0042)

32 33 34 35 36 37 38 39 40 41 43
I 1 ) S S I — I — I I
IMGVR_UViG_3300045988_071845|3300045988|Ga0495776_188012:24,473-43,581 (+)
tail protein (CDS_0023) 24 30 33
I - " — " — — ;4 | -

——— ——— —————— ———————— ]
MGV-GENOME-0312722:20,470-32,230 (+)

w
o

37 Lamassu-Fam__ LmuB_SMC_Cap4_nuclease_Il (CDS_0038)

|

MGV-GENOME-0311343:20,271-34,249 (+)
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MGV-GENOME-0312368:20,325-34,052 (+)

31
I — 1 N g W 1 5, T N ey SU S Gy
IMGVR_UViG_3300045988_046701|3300045988|Ga0495776_008787:20,836-34,228 (+)

29

" ;§————— — — —— —— ] ———
MGV-GENOME-0308237: 20,322-33,568 (+)

30

|

IMGVR_UViG_3300045988_022146|3300045988|Ga0495776_077994:20,266-34,322 (+)
26
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MGV-GENOME-0313486:19,572-33,138 (+)

w
w

e T W—
IMGVR_UViG_3300045988_021251|3300045988|Ga0495776_047189:20,725-33,557 (+)
34

Norman_159_NODE_10_length_51005_cov_10.812463:21,132-34,329 (+)

N
~
N
©

IMGVR_UViG_3300029720_000019|3300029720]Ga0245229_1000661: 19,839-34,225 (+)

w
o

c
<

o
@
O
w
~
N
N
o
o
N
N
wW
w
©
0
o

(+)

N
[N
w
=S
w
@

é
i

IMGVR_UViG_2524614554 000001|2524614554\2524661379 18,996-32,307 (+)

(A
hN
w
)

uvig_514718:20,149-34,478 (+)
31 34 35

%

IMGVR_UViG_3300029737_000143|3300029737|Ga0245199_100436:20,272-35,490 (+)
7000 nt i

DNA, RNA and nucleotide metabolism integration and excision lysis other tail unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS) tRNA
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