
MGV-GENOME-0354610: 27,748-38,699 (+)

28 29 30 31 32 33
tRNA-Ser(TGA)

34 35 36 37 38 39 40 41
Lamassu-Fam__LmuB_SMC_Cap4_nuclease_II (CDS_0042)

43 RecT-like ssDNA annealing protein (CDS_0044)

Shkoporov_2019_SRR9161505_NODE_205_length_48267_cov_26.772194: 27,556-37,887 (+)

34

MGV-GENOME-0341373: 27,886-38,083 (+)

35 37

IMGVR_UViG_3300045988_036180|3300045988|Ga0495776_173611: 27,511-39,266 (+)

33 36

IMGVR_UViG_3300045988_017546|3300045988|Ga0495776_171880: 27,511-38,179 (+)

35

MGV-GENOME-0348708: 27,511-39,266 (+)

36 41

MGV-GENOME-0312368: 27,753-38,216 (+)

31 36

MGV-GENOME-0312465: 27,553-38,260 (+)

33 36

MGV-GENOME-0358197: 27,810-38,488 (+)

33

MGV-GENOME-0309819: 27,512-37,749 (+)

34

MGV-GENOME-0308237: 27,604-37,735 (+)

34

IMGVR_UViG_3300045988_022146|3300045988|Ga0495776_077994: 27,694-38,490 (+)

35

IMGVR_UViG_3300006499_000314|3300006499|Ga0100371_100001|73411-124159: 27,520-37,042 (+)

32 35 39

IMGVR_UViG_3300045988_009081|3300045988|Ga0495776_069087: 27,431-36,674 (+)

33

IMGVR_UViG_3300029604_000280|3300029604|Ga0245147_100052|122863-176787: 27,659-40,187 (+)

34 37

MGV-GENOME-0310595: 27,430-36,385 (+)

34

MGV-GENOME-0311655: 27,429-36,577 (+)

34

IMGVR_UViG_3300029770_000285|3300029770|Ga0168716_100122|80526-132147: 27,907-39,428 (+)

31 32 35

SRS076976_a1_ct2852_vs1: 27,864-39,885 (+)

30 31 34

MGV-GENOME-0312722: 24,810-35,770 (+)

25 26 27 32 33

IMGVR_UViG_3300045988_006361|3300045988|Ga0495776_163103: 26,016-34,690 (+)

26 29

IMGVR_UViG_3300045988_071845|3300045988|Ga0495776_188012: 39,775-45,836 (+)

46

IMGVR_UViG_3300007802_000312|3300007802|Ga0105667_100259|2-53898: 29,019-40,162 (+)

32 33 34 37

MGV-GENOME-0347886: 27,829-37,103 (+)

33 34 37

uvig_187592: 29,556-39,484 (+)

32
tetrahydrofolate dehydrogenase and cyclohydrolase (CDS_0033)

34 37

Norman_159_NODE_10_length_51005_cov_10.812463: 28,195-37,211 (+)

34 36 39

MGV-GENOME-0313486: 26,937-36,011 (+)

36

IMGVR_UViG_3300029720_000019|3300029720|Ga0245229_1000661: 27,104-37,107 (+)

27 33

uvig_89374: 27,087-38,008 (+)

35 36 37 43 metal-dependent hydrolase (CDS_0045)

SAMN05414932_a1_ct74305_vs1: 30,311-40,039 (+)

37 38 39 40 43 48

uvig_408124: 29,271-40,487 (+)

37 41

IMGVR_UViG_3300010259_000002|3300010259|Ga0129316_1000136: 30,066-40,027 (+)

36 37 38 41

uvig_344319: 29,677-37,596 (+)

33 36 38 40 41

uvig_350941: 28,633-37,598 (+)

37

IMGVR_UViG_2524614554_000001|2524614554|2524661379: 26,638-35,603 (+)

26 31 33

IMGVR_UViG_3300029385_000363|3300029385|Ga0243985_1000022|251231-307275: 36,342-43,775 (+)

44 45 46

IMGVR_UViG_3300029386_000375|3300029386|Ga0243981_1000160|11030-67215: 30,216-43,916 (+)

PDC-S05_WP_205197604.1 (CDS_0038) 39 42 43 44

IMGVR_UViG_3300045988_051434|3300045988|Ga0495776_058291: 27,926-38,701 (+)

35 38 39 40

uvig_52936: 27,989-38,501 (+)

35 38 39 40

IMGVR_UViG_3300029376_000328|3300029376|Ga0243980_1000088|112164-166229: 28,724-41,796 (+)

40 41 42

IMGVR_UViG_3300029248_000251|3300029248|Ga0168696_1000012|174285-227384: 28,397-37,500 (+)

36 39

MGV-GENOME-0313113: 28,255-35,587 (+)

37

uvig_146437: 28,797-37,181 (+)

37 38 40

5000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis other unknown function defence (DefenseFinder) defence (PADLOC) tRNA


