DNA transposition protein (CDS_0038)

tail collar fiber protein (CDS_0022) MTase_II_00039 Type (CDS_0031) DnaC-like helicase loader (CDS_0040)
tail protein (CDS_0021) holin (CDS_0028)
16 17 1819 20 \ 23 24 25 26 27 | 29 30 32 33 343536 37 T42

MGV-GENOME-0245947:12,386-31,614 (+)
MTase_lI_00039 Type (CDS_0031)

tail collar fiber protein (CDS_0022) holin (CDS_0028)
tail protein (CDS_0021) | 23 24 25 26 27 | 29 30 3233 3435

MGV-GENOME-0240803: 12,386-30,864 (+)
MTase_lI_00039 Type (CDS_0030)
baseplate wedge subunit (CDS_0021) holin (CDS_0027)
tail protein (CDS_0020) 22 23 24 25 26 | 28 29 31 32 333435 40
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MGV-GENOME-0248472:12,120-32,434 (+)
MTase_lI_00039 Type (CDS_0031)
tail collar fiber protein (CDS_0022) holin (CDS_0028)
tail protein (CDS 0021)T 23 24 25 26 27 T 29 30 32 33 34 35 36 37 38 42
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SRS143466_a1_ct18803_vs01:12,378-34,625 (+)

MTase_|1_00039 Type (CDS_0032)
tail collar fiber protein (CDS_0022) holin (CDS_0029)
tail protein (CDS_0021) | 23 24 25 26 27 integrase (CDS_0028) 30 31 33 34 3536

e ———————————— I
Han 2018 ERR1398072 NODE 352 length 36708 _cov_8.367119:12,804-32,315 (+)
tail collar fiber protein (CDS_0021)
tail protein (CDS_0020) | 22 23 242526

I R P S —
MGV-GENOME-0212302: 12,120-26,100 (+)
transcriptional regulator (CDS_0023)
tail collar fiber protein (CDS_0021)
tail protein (CDS_0020) 22 24 25

! :
.

MGV-GENOME-0211769:12,120-26,001 (+)

tail protein (CDS_0020)
21 22 2324

)
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SAMNO5414949 a1 ct233794 vs1:11,965-23,050 (+)

tail collar fiber protein (CDS_0021) PDC-501_WP_076465573.1(CDS_0025) capH (CDS_0036)
tail protein (CDS_0020) 22 23 24 26 27 2829 30 31 32 33 34 35 37 anti-repressor Ant (CDS_0038)
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SRS018427_al ct1848 vs1:12,120-34,376 (+)

antitoxin from a toxin-antitoxin system (CDS_0027)
tail collar fiber protein (CDS_0021)
tail protein (CDS_0020) T 22 23 28 29 late transcriptional activator
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MGV-GENOME-0177885:12,120-21,846 (+)

tail protein (CDS_0021) 25
tail length tape measure protein (CDS_0015) 20 22 23 24T26 27 28 29 30
. P PDERDE DR —acbm oD DD

SAMEA2737742 b1 ct65 vs2:10,583-26,858 (+)
8000 nt {
DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover tail transcription regulation unknown function defence (PADLOC)
— L]




