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uvig_75310: 16,968-21,782 (+)
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MGV-GENOME-0174712:18,861-23,871 (+)
exonuclease

[ 40 41 single strand DNA binding protein (CDS_0042) 46 47 MazG-like pyrophosphatase (CDS_0048)
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MGV-GENOME-0254387:28,190-35,731 (+)
3000 nt i
DNA, RNA and nucleotide metabolism head and packaging other transcription regulation unknown function
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