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Reverse transcriptase (CDS_0020)
holin (CDS_0024)

22
1516 17 18 19 ;1@ 25 26
uvig_493106:7,141-30,586 (+)
22

1516 17 18 19 20 21223holin (CDS_0024)

I e S S P L[
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Rampelli_ HCO_09_NODE_19_length_46270_cov_3.867532:7,130-24,724 (+)
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