MTase_I1_00110 Type (CDS_0053)
tRNA splicing ligase (CDS_0051) DNA methyltransferase (CDS_0054)
52 | 55 56 57 58 59 60 61 62 63 64 65 66

;

uvig 430672:46,842-53,854 (+)
46 48 49 50 53 54 55

MGV-GENOME-0345760: 33,909-39,828 (+)
RNA-binding protein (CDS_0043)
39 40 41 42 44 45 46 47 48 49 51 52

MGV-GENOME-0295494: 27,928-37,000 (+)
RNA-binding protein (CDS_0042)
39 40 41 43 44 49
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SAMNO5827194 _al_ct3123 vs1:27,436-35,129 (+)

DNA methyltransferase (CDS_0036) site-specific recombination directionality factor RDF (CDS_0051)
37 38 41 42 RNA-binding protein (CDS_0043) 49 50
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SAMN11252269_al _ct8848_vs1:29,305-37,261 (+)

Lar anti-RM (APIS033) (CDS_0048)
39 40 42 43 44 45 46 47 49 52

i
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Rampelli_HCO_09_NODE_19 length_46270 cov_3.867532:31,443-37,120 (+)

3000 nt {
DNA, RNA and nucleotide metabolism integration and excision other unknown function defence (PADLOC) anti-defence (dbAPIS)
I




