
MGV-GENOME-0308645: 31,717-38,055 (+)

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0037)
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MGV-GENOME-0338036: 31,237-37,575 (+)

42 DNA methyltransferase (CDS_0043)

SAMN05414900_a1_ct453: 30,870-37,207 (+)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0041)

Rampelli_HCO_09_NODE_19_length_46270_cov_3.867532: 28,602-33,594 (+)

MTase_II_00110 Type (CDS_0034)
DNA methyltransferase (CDS_0035)
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uvig_414346: 13,514-24,887 (+)
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DNA, RNA and nucleotide metabolism other tail unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)


