retron_type_VI_hth_cluster2_1 (CDS_0026)

22 AbiD__AbiD (CDS_0023) 24 25 27 28 29 30 31 32 33 34 35 36 37

uvig_507120:16,986-26,775 (+)
29 30 33 34 35

N S
uvig 401430:22,142-26,562 (+)

33 ParB-like partition protein (CDS_0036) 39
e <X _ULLo—0E— 0t DL D
uvig 374972:20,269-29,730 (+)
19 27

MGV-GENOME.0255810: 15,322.25,045 (+)

T — — B ae—y——— — ——— ————— — — — ——]
MGV-GENOME-0272395:18,297-27,672 (+)

FS_Sma__Sma (CDS_0027) 28 30 31 32 34 35 37
I ——————— I S e [ R — — I ) B —
IMGVR_UViG_3300045988_156227|3300045988|Ga0495776_146771:21,444-32,027 (+)
34 35
I S S — — F—————— ———————————————— — ——]

—— —
MGV-GENOME-0266002:21,444-32,027 (+)
36 37 39 40 43

E

— - .
IMGVR_UViG_3300045988_097728|3300045988|Ga0495776_044860:27,197-31,853 (+)

— — — -
MGV-GENOME-0253721:27,197-32,437 (+)
35 38 39 4041 42

_— l o L L& e [ ]
uvig_500162:26,019-31,594 (+)
kinase (CDS_0031)
32 37 38 39 41 42 43

L} .
SAMN10080924_a1_ct853:21,398-32,938 (+)

_—
uvig 27859:19,401-26,510 (+)
kinase (CDS_0032)
33 34

|

- . - " E—
uvig 220991:25,061-30,692 (+)

kinase (CDS_0031)
32 33

_— . —
uvig 505135:22,971-28,650 (+)
kinase (CDS_0031)

32 33

!4

[} _—
uvig 272207:22,973-27,216 (+)
anti-SOS response (AP1S132) (CDS_0033)
Retron_VI_HTH (CDS_0035)
32 capH (CDS_0034) 37

uvig 118298:25,356-36,556 (+)

21 22 29
e A S B I Y S S
MGV-GENOME-0257741:16,097-28,450 (+)
31 33 34 39
1 ST NN S s = | 1 e I I
uvig_425076:20,726-31,319 (+)
29 30 31 33 34 36 38 ParB-like partition protein

uvig 76838:23,835-31,449 (+)
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