
MGV-GENOME-0221136: 25,414-30,228 (+)

38
Lar anti-RM (APIS033) (CDS_0039)

40 41
42

43 44 45 46 47 terminase small subunit (CDS_0048)

MGV-GENOME-0240572: 24,494-28,644 (+)

HNH endonuclease (CDS_0042)
43

MGV-GENOME-0252103: 30,096-36,829 (+)

45 46 47 capH (CDS_0048) 52 54 55 56
membrane protein (CDS_0057)

HNH endonuclease (CDS_0058)

uvig_488076: 26,149-34,497 (+)

41 42 43 44 45 46 47 49 52

uvig_382881: 25,864-33,907 (+)

46 48 49

uvig_500934: 25,915-33,856 (+)

46 capH (CDS_0047)

MGV-GENOME-0239131: 25,695-33,654 (+)

44 capH (CDS_0045)

uvig_522769: 27,982-36,509 (+)

46 47 48 49

MGV-GENOME-0240635: 25,167-34,369 (+)

37 43
Lar anti-RM (APIS033) (CDS_0044)

45 46 47

IMGVR_UViG_3300029124_000158|3300029124|Ga0169224_1000277: 30,119-38,396 (+); 1-1,674 (+)

150 52 55

uvig_495126: 3,200-14,144 (+)

15 capH (CDS_0016)

IMGVR_UViG_3300029581_000223|3300029581|Ga0244848_1000042|48928-86931: 30,085-38,003 (+)

50
52

53 54

MGV-GENOME-0240254: 24,613-32,531 (+)

48
49 50

uvig_384741: 27,276-36,052 (+)

50
51 56

IMGVR_UViG_3300029681_000243|3300029681|Ga0245167_100019|118397-151914: 24,945-33,517 (+)

45 46

IMGVR_UViG_3300029844_000315|3300029844|Ga0245276_1000096|51282-89257: 28,987-37,975 (+)

46 47 48

uvig_559834: 25,835-35,595 (+)

47 48 49 50

uvig_502991: 23,721-32,384 (+)

39 40

MGV-GENOME-0242846: 25,429-35,191 (+)

46 47 4849 50 capH (CDS_0051) 56

uvig_55734: 25,479-34,948 (+)

46 47 48 capH (CDS_0049)

uvig_82814: 24,552-34,835 (+)

43 46 47 48

capH (CDS_0049)
51

52

IMGVR_UViG_3300045988_142096|3300045988|Ga0495776_153172: 21,517-33,125 (+)

39 40 MTase_II_00072 Type (CDS_0045)
RM_Type_II__Type_II_MTases_FAM_0 (CDS_0046)

47 48 retron_type_VI_hth_cluster2_1 (CDS_0049)

uvig_90360: 28,410-36,865 (+)

43 46 48

MGV-GENOME-0239220: 20,441-28,888 (+)

41

MGV-GENOME-0243199: 23,264-29,573 (+)

43

uvig_88703: 29,834-38,275 (+); 1-2,841 (+)

250

uvig_138117: 26,650-35,111 (+)

49

MGV-GENOME-0226003: 24,605-28,971 (+)

41 44

uvig_112396: 26,029-34,805 (+)

49

MGV-GENOME-0234972: 25,857-34,303 (+)

43 48

IMGVR_UViG_3300045988_145211|3300045988|Ga0495776_182053: 26,346-34,798 (+)

50

MGV-GENOME-0242728: 27,870-34,179 (+)

48

uvig_275890: 26,665-35,471 (+)

51 53

MGV-GENOME-0263456: 25,724-33,809 (+)

49

MGV-GENOME-0250035: 22,085-30,829 (+)

37 44

IMGVR_UViG_3300045988_140386|3300045988|Ga0495776_189123: 25,398-34,323 (+)

48

IMGVR_UViG_7000000239_000173|7000000239|SRS013951_WUGC_scaffold_69341: 25,616-33,949 (+)

47

uvig_513101: 23,677-32,428 (+)

45

IMGVR_UViG_3300023497_000287|3300023497|Ga0257058_100040|54627-88890: 25,809-34,263 (+)

43 44 50

uvig_1882: 26,307-35,059 (+)

49

IMGVR_UViG_3300045988_153044|3300045988|Ga0495776_189189: 26,105-34,856 (+)

49

MGV-GENOME-0192631: 17,741-26,688 (+)

36

MGV-GENOME-0257246: 19,999-28,751 (+)

37

4000 nt

DNA, RNA and nucleotide metabolism head and packaging moron, auxiliary metabolic gene and host takeover transcription regulation unknown function defence (DefenseFinder)

defence (PADLOC) anti-defence (dbAPIS)


