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RNA-binding protein (CDS_0046)

I N —— e
IMGVR_UViG_3300029232_000234|3300029232|Ga0168710_100167|19657-54322: 24,338-33,286 (+)
40 42 43 45 46 48

EEESSSSSSSSSSSS——— IS S B E—
MGV-GENOME-0234972:24,620-32,924 (+)

43

IMGVR_UViG_3300045988_140386|3300045988|Ga0495776_189123: 24,655-32,943 (+)

42 44
e — I R BN —
uvig_112396:24,790-33,425 (+)
44 45

—
IMGVR_UViG_3300045988_145211|3300045988|Ga0495776_182053: 25,108-33,420 (+)
43

— s 1 —————— ———————————————————— ———]
IMGVR_UViG_3300045988_146580|3300045988|Ga0495776_159730:25,077-33,388 (+)

w
-
w
o

<
(9]
<
[a)
m
z
o
<
m
o
=
)
N
o
1)
=
A
o

~O
~O
~
N
w
~
W
S
=

)

IS
o
%
@

g
|

092 (+)

c
<

(3
N
~
%
o
N
o
N
o
S
S
o
w
X
o
NS}
N

42 44
N ;o [ [ ;o ;o |
MGV-GENOME-0263456: 24,823-32,429 (+)
40 43
] e I R R B —
MGV-GENOME-0242728: 24,332-32,800 (+)

<

GV-

(%)

ENOME-0250035: 21,185-29,450 (+)
40 41 43

e
IMGVR_UViG_3300029496_000011|3300029496|Ga0244086_100553: 23,700-32,169 (+)
43 44 45

MGVR_UVIG_3300023497_000287|3300023497\Ga0257058_100040|54627—88890:-24,414-32,883 (+)

43 44
| e B I S | I R N E—
IMGVR_UViG_3300045988_153044|3300045988|Ga0495776_189189:25,206-33,477 (+)
37 38 43

<
Q
<
©
m
z
o]
<
m
o
]
~
(&)
=
)
Nl
[
)
n
[
=
N
0
o
=
w

wW
v
w
o

+)

]
MGV-GENOME-0239220: 19,204-27,930 (+)
integrase (CDS_0036)
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DNA, RNA and nucleotide metabolism integration and excision unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)




