
MGV-GENOME-4413173: 20,684-28,398 (+)

33 34 35 36 37 38 39 40 41
Lar anti-RM (APIS033) (CDS_0042)

43 44 45
46

47

MGV-GENOME-0239125: 19,712-27,181 (+)

33

uvig_171567: 24,198-32,604 (+)

39 40 41 49

MGV-GENOME-0238606: 23,460-31,566 (+)

36 38

MGV-GENOME-0234354: 25,154-32,800 (+)

44 45 53

uvig_525393: 24,118-33,888 (+)

38 39 40 43 44 45

MGV-GENOME-0206723: 16,178-26,576 (+)

23 24 27 31 32 33

IMGVR_UViG_3300029232_000234|3300029232|Ga0168710_100167|19657-54322: 24,338-33,286 (+)

40 41 42 43 RNA-binding protein (CDS_0046)

MGV-GENOME-0234972: 24,620-32,924 (+)

40 42 43 45 46 48

IMGVR_UViG_3300045988_140386|3300045988|Ga0495776_189123: 24,655-32,943 (+)

43

uvig_112396: 24,790-33,425 (+)

42 44

IMGVR_UViG_3300045988_145211|3300045988|Ga0495776_182053: 25,108-33,420 (+)

44 45

IMGVR_UViG_3300045988_146580|3300045988|Ga0495776_159730: 25,077-33,388 (+)

43

MGV-GENOME-0192631: 16,997-25,730 (+)

31 39

uvig_275890: 25,426-34,092 (+)

46 53

MGV-GENOME-0263456: 24,823-32,429 (+)

42 44

MGV-GENOME-0242728: 24,332-32,800 (+)

40 43

MGV-GENOME-0250035: 21,185-29,450 (+)

39

IMGVR_UViG_3300029496_000011|3300029496|Ga0244086_100553: 23,700-32,169 (+)

40 41 43

IMGVR_UViG_3300023497_000287|3300023497|Ga0257058_100040|54627-88890: 24,414-32,883 (+)

43 44 45

IMGVR_UViG_3300045988_153044|3300045988|Ga0495776_189189: 25,206-33,477 (+)

43 44

MGV-GENOME-0243199: 19,551-28,613 (+)

37 38 43

MGV-GENOME-0239220: 19,204-27,930 (+)

35 36

uvig_90360: 24,574-35,905 (+)

integrase (CDS_0036) 42 43

uvig_138117: 25,411-34,152 (+)

44

IMGVR_UViG_3300008081_000397|3300008081|Ga0113559_100205|21587-61754: 28,817-36,980 (+)

49

uvig_173420: 17,133-25,903 (+)

34

MGV-GENOME-0221136: 20,113-29,270 (+)

37

uvig_382881: 25,481-33,486 (+)

46 48 49

uvig_488076: 25,764-34,076 (+)

46 47 49

uvig_559834: 25,449-34,216 (+)

45 47 48 49

uvig_502991: 23,338-31,427 (+)

37 40

uvig_82814: 24,397-31,889 (+)

42 43 44 47 48 capH (CDS_0049)

IMGVR_UViG_3300045988_142096|3300045988|Ga0495776_153172: 20,976-30,183 (+)

39 43 MTase_II_00072 Type (CDS_0045)
RM_Type_II__Type_II_MTases_FAM_0 (CDS_0046)

47 48 retron_type_VI_hth_cluster2_1 (CDS_0049)

4000 nt

DNA, RNA and nucleotide metabolism integration and excision unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)


