
OTU_2629: 28,714-35,019 (+)

43 44
anti-CRISPR-Cas evasion by DNA repair (APIS169) (CDS_0045)

46

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0047)

48

RusA-like Holliday junction resolvase (CDS_0049)

50 51
DNA methyltransferase (CDS_0052)

53 54 55 replication initiation protein (CDS_0056)

MGV-GENOME-0214518: 19,399-25,754 (+)

29 30 37 38

IMGVR_UViG_2609460028_000001|2609460028|2609515844|107451-151439: 34,136-39,978 (+)

RusA-like Holliday junction resolvase (CDS_0059) 60
nucleoside triphosphate pyrophosphohydrolase (CDS_0061)

62 64

MGV-GENOME-0224975: 19,688-23,980 (+)

35 MTase_II_00074 Type (CDS_0036)

uvig_376: 36,091-43,470 (+)

64
RusA-like Holliday junction resolvase (CDS_0065)

66 67

nucleoside triphosphate pyrophosphohydrolase (CDS_0068)

69
replication initiation protein (CDS_0072)

73 74

nucleotide kinase (CDS_0075)

76 77

MGV-GENOME-0215971: 21,837-28,626 (+)

RecT-like ssDNA annealing protein (CDS_0036) 39 45 46

MGV-GENOME-0196280: 18,066-25,083 (+)

32
nucleoside triphosphate pyrophosphohydrolase (CDS_0033)

34 39

uvig_172179: 21,692-28,243 (+)

41 48

IMGVR_UViG_2877182016_000001|2877182016|2877182016|867246-950988: 32,838-40,180 (+)

47 RecT-like ssDNA annealing protein (CDS_0052) 53 54
RusA-like Holliday junction resolvase (CDS_0055)

56 nucleoside triphosphate pyrophosphohydrolase (CDS_0057) 64

uvig_293360: 21,302-28,850 (+)

38 39
nucleoside triphosphate pyrophosphohydrolase (CDS_0040)

41 43 nucleotide kinase (CDS_0046)

MGV-GENOME-0218343: 22,264-29,056 (+)

39 40

IMGVR_UViG_3300045988_078663|3300045988|Ga0495776_111436: 30,153-35,968 (+)

53 54 55 56

uvig_418659: 18,665-25,376 (+)

33 34 35 36

MGV-GENOME-0214854: 22,324-29,173 (+)

40 43 44 46 51

3000 nt

DNA, RNA and nucleotide metabolism other unknown function defence (PADLOC) anti-defence (dbAPIS)


