DnaC-like helicase loader (CDS_0039)
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MGV-GENOME-0253854: 16,940-35,223 (+)
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MGV-GENOME-0243809: 16,940-33,598 (+)
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MGV-GENOME-0287874: 16,940-35,866 (+)
MTase_l1_00157 Type (CDS_0032)
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MGV-GENOME-0239360: 16,990-32,840 (+)
MTase_|1_00157 Type (CDS_0031)
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MGV-GENOME-0220950: 16,941-29,544 (+)
capH (CDS_0027)
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MGV-GENOME-0254983: 14,680-26,254 (+)
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MGV-GENOME-0292919:17,834-33,362 (+)
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MGV-GENOME-4423918:14,692-39,518 (+)
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DNA, RNA and nucleotide metabolism unknown function defence (DefenseFinder) defence (PADLOC) virulence (VFDB) tRNA
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