
Arthrobacter_phage_Brunswick: 40,187-47,350 (+)

51 52 53 54 55 56 57
HEase_00016 homing (CDS_0058)

59 60 61 62 63 64
HNH endonuclease (CDS_0065)

HNH endonuclease (CDS_0066)

67

Arthrobacter_phage_Teacup: 41,051-48,159 (+)

59 61 62

Arthrobacter_phage_Darby: 39,611-46,720 (+)

single strand annealing protein (CDS_0053) 58 59 60 62

Arthrobacter_phage_Nightmare: 40,856-48,067 (+)

58 59 62

Arthrobacter_phage_Synepsis: 39,829-46,945 (+)

57 58 60

Arthrobacter_phage_Tatanka: 40,021-47,371 (+)

57

Arthrobacter_phage_CastorTray: 41,210-47,865 (+)

61

Arthrobacter_phage_Breylor17: 40,875-47,591 (+)

59

Arthrobacter_phage_Tenno: 40,038-46,898 (+)

57 62

Arthrobacter_phage_Niktson: 39,626-47,032 (+)

50 51 55

Arthrobacter_phage_Tokki: 40,535-48,008 (+)

61 64 65 66 68 70 HNH endonuclease (CDS_0072)

Arthrobacter_phage_Shepard: 40,181-47,595 (+)

62 63 64 66 67

Arthrobacter_phage_MediumFry: 39,518-47,265 (+)

60 61 62 63 67
HNH endonuclease (CDS_0069)

70

Arthrobacter_phage_Caterpillar: 39,252-45,405 (+)

58 59 60 62

3000 nt

DNA, RNA and nucleotide metabolism unknown function defence (PADLOC)


