
Arthrobacter_phage_Breylor17: 46,730-55,220 (+)

HNH endonuclease (CDS_0064)
HNH endonuclease (CDS_0065)

66 67 68 69 70 71 72 73 74 75
exonuclease (CDS_0076)

RNA-dependent RNA polymerase (CDS_0077) 78 79
HNH endonuclease

Arthrobacter_phage_Teacup: 47,289-55,806 (+)

72 73

Arthrobacter_phage_Brunswick: 46,483-55,638 (+)

68 69 73 74 75 76 77

Arthrobacter_phage_Niktson: 47,046-55,800 (+)

70 71 72 73

Arthrobacter_phage_Gordon: 45,577-54,407 (+)

67 69 70 71 72

Arthrobacter_phage_Darby: 46,047-55,156 (+)

74 75 76 77 78

Arthrobacter_phage_CastorTray: 47,004-55,775 (+)

73 74 75 76

Arthrobacter_phage_DevitoJr: 46,287-55,442 (+)

69 71 72 73 74 75 76 77

Arthrobacter_phage_Tatanka: 46,510-55,521 (+)

68 69 70 71 72 73

Arthrobacter_phage_Nightmare: 47,126-51,683 (+)

64 70 72 73 74 75 76 77

3000 nt

DNA, RNA and nucleotide metabolism unknown function


