virion structural protein (CDS_0088)

HNH endonuclease (CDS_0085)
exonuclease (CDS_0081) endolysin (CDS_0086)
87 89

80 RNA-dependent RNA polymerase (CDS_0082) 83 84

|
!T

Arthrobacter_phage_Tokki: 50,206-57,636 (+)

HNH endonuclease (CDS_0084)
endolysin (CDS_0085)

82 86

l?

Arthrobacter_phage_Shepard: 50,108-57,256 (+)

64 65 tail spike protein (CDS_0070) endolysin (CDS_0073)
- L (W [

Arthrobacter_phage_Tenno:47,148-58,177 (+)
endolysin (CDS_0085) 86

Arthrobacter_phage_Darby: 50,537-57,742 (+)

tail spike protein (CDS_0079)
endolysin (CDS_0080)

Arthrobacter_phage_Gordon: 49,791-58,263 (+)
80 endolysin (CDS_0083) 84

Arthrobacter_phage_MediumFry:49,489-56,960 (+)
79 endolysin (CDS_0082) 83

Arthrobacter_phage_Caterpillar: 48,948-56,604 (+)
4000 nt i
DNA, RNA and nucleotide metabolism head and packaging lysis tail unknown function
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