anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0043)

replication initiation protein (CDS_0041)
membrane protein (CDS_0029) HNH endonuclease (CDS_0035) Erf-like ssDNA annealing protein (CDS_0044)
tail fiber protein (CDS_0030) 31 32 33 34 36 37 38 39 40 endonuclease (CDS_0042)
1 Y 5 — | ] e [ ] D
TemPhD_cluster_31740:20,933-30,910 (+)
33 34 35 36 37
I [ —— —_— I 1 —— S
TemPhD_cluster_40373:23,541-33,470 (+)
38 40 DEDDhA_I_II_I1I_IV_V_VI_1 (CDS_0044)
—_—— — e — N

e ——
TemPhD_cluster_25464:24,563-31,941 (+)

TemPhD_cluster_48452:22,986-30,913 (+)

e ——
TemPhD_cluster_48422:22,986-31,012 (+)

TemPhD_cluster_13676:22,986-31,093 (+)

38 39 41
1 Y O — —_— 1 — I
TemPhD_cluster_16276:24,636-33,965 (+)

68 34
I . I — —_— & ! ] I I
TemPhD_cluster_48018:20,933-30,475 (+)

Kil protein for bacterial septation inhibition (CDS_0043)
Abc2 anti-RecBCD (AP1S020) (CDS_0039)
33 34 35 37 38 Clll anti-termination

—— — I B S N S N .
TemPhD_cluster_23376:20,933-30,301 (+)

3000 nt i
DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function defence (DefenseFinder)
I —_—

anti-defence (dbAPIS)
I




