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IMGVR_UViG_3300035657_000075|3300035657|Ga0134395_00571: 21,916-36,049 (+)
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IMGVR_UViG_3300045988_169450|3300045988|Ga0495776_112838: 19,931-34,951 (+)
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IMGVR_UViG_3300029576_000217|3300029576|Ga0245100_100410|199-45776: 21,916-37,952 (+)
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IMGVR_UViG_3300029587_000463|3300029587|Ga0245119_100129|84655-128134: 21,916-35,854 (+)
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29 30 31 32 33 34 35 36 37
tRNA-Pro(TGG)

38

pyrophosphatase (CDS_0039)

40
41

42 43 44

IMGVR_UViG_3300029678_000011|3300029678|Ga0245195_100669: 21,916-36,571 (+)
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