
Station196_SUR_ALL_assembly_NODE_3665_length_14242_cov_11.221682: 9,584-14,240 (+)

13 14 15 16 17 18

Station158_SUR_ALL_assembly_NODE_7071_length_13927_cov_16.454513: 1-4,585 (-)

1

Station189_DCM_ALL_assembly_NODE_3928_length_15274_cov_25.816019: 3-5,469 (-)

12

Station189_DCM_ALL_assembly_NODE_6062_length_11615_cov_108.610467: 6,976-11,613 (+)

O-antigen (VF0392) (CDS_0011) 16

Station201_SUR_ALL_assembly_NODE_2791_length_20835_cov_1844.677719: 3-4,293 (-)

1aminotransferase

Station205_MES_ALL_assembly_NODE_4629_length_13791_cov_4.382062: 9,340-13,789 (+)

18

Station168_IZZ_ALL_assembly_NODE_8790_length_13523_cov_67.667657: 1-4,905 (-)

1

Station194_SUR_ALL_assembly_NODE_3209_length_14287_cov_7.142917: 9,400-14,285 (+)

18 19

Station209_SUR_ALL_assembly_NODE_5047_length_17125_cov_31.408319: 1-5,303 (-)

12

Station209_MES_ALL_assembly_NODE_7115_length_14088_cov_4.431483: 3-5,057 (-)

1

Station188_DCM_ALL_assembly_NODE_7785_length_11079_cov_190.879445: 3-5,857 (-)

123

Station210_SUR_ALL_assembly_NODE_7249_length_16530_cov_34.380091: 11,228-16,530 (+)

25 26

Station201_MES_ALL_assembly_NODE_2622_length_20079_cov_28.723382: 14,435-20,077 (+)

26 27 28

Station189_DCM_ALL_assembly_NODE_2419_length_20402_cov_264.288937: 3-5,765 (-)

123

Station209_MES_ALL_assembly_NODE_6316_length_15471_cov_10.747146: 9,698-15,470 (+)

18 19 20 21

Station206_SUR_ALL_assembly_NODE_4124_length_15288_cov_148.523272: 9,789-15,286 (+)

18 19

Station206_SUR_ALL_assembly_NODE_2699_length_20800_cov_158.005013: 67-5,820 (-)

123

Station205_SUR_ALL_assembly_NODE_3113_length_14552_cov_12.278609: 823-9,690 (-)

789
B. cereus exo-polysaccharide (BPS) (VF0668) (CDS_0010)

11

Flagellar glycosylation/Pse biosynthetic pathway (VF0608) (CDS_0012)

3000 nt

other unknown function virulence (VFDB)


