
IMGVR_UViG_3300045988_077261|3300045988|Ga0495776_087073: 16,487-26,077 (+)
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MGV-GENOME-0361572: 16,487-50,892 (+)
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Ma_2019_SRR413722_NODE_267_length_69313_cov_7.507378: 16,487-58,585 (+)
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MGV-GENOME-0353737: 16,499-24,707 (+)
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