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DNA binding protein (CDS_0024)
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DNA binding protein (CDS_0028)
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DNA binding protein (CDS_0027)
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DNA binding protein (CDS_0032)
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MGV-GENOME-0226513:8,600-23,165 (+)
DNA binding protein (CDS_0031)
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DNA binding protein (CDS_0021)
20 ][22

. 1 | n ]
MGV-GENOME-0233992:8,165-23,318 (+)
virion structural protein (CDS_0018)
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MGV-GENOME-0234122:8,597-22,630 (+)
DNA binding protein (CDS_0026)
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DNA binding protein (CDS_0033)
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