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MGV-GENOME-0236789: 18,779-25,367 (+)
HTHDNA bindimtein (CDS_0028)
HTH DNA binding protein (CDS_0029)
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MGV-GENOME-0232937: 18,009-24,597 (+)

HTH DNA binding protein (CDS_0039)
38 40

- I E—— —
IMGVR_UViG_3300029739_000239|3300029739|Ga0245187_100306(19341-61286: 26,782-32,646 (+)

HTH DNA binding protein (CDS_0028)
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MGV-GENOME-0234122:18,372-24,113 (+)
HTH DNA binding protein (CDS_0039)

33 34 35 HTH DNA binding protein (CDS_0038) 40
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IMGVR_UViG_2528768018_000003|2528768018|2528775717|2028590-2068637: 22,715-30,748 (+)
HTH DNA binding protein (CDS_0030)
25 HTH DNA binding protein (CDS_0029) 31
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MGV-GENOME-0228599: 17,144-23,733 (+)
HTH DNA binding protein (CDS_0030)
HTH DNA binding protein (CDS_0031)
RosmerTA_RmrA_2676476075 (CDS_0028)
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uvig 132349:30,031-36,471 (+)
HTH DNA binding protein (CDS_0028)
HTH DNA binding protein (CDS_0027) 29
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MGV-GENOME-0237954:18,424-25,591 (+)
HTH DNA binding protein (CDS_0033)

HTH DNA binding protein (CDS_0034)
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IMGVR_UViG_3300045988 171972|3300045988|Ga0495776_154936:25,235-29,365 (+)
virion structural protein (CDS_0019) HTH DNA binding protein (CDS_0023)
minor tail protein (CDS_0017) HTH DNA binding protein (CDS_0024)
tail length tape measure protein (CDS_0015) 16 18 20 21 \ 25
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MGV-GENOME-0216636:8,938-21,659 (+)
HTH DNA binding protein (CDS_0024)

virion structural protein (CDS_0018)19 25
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MGV-GENOME-0220065: 13,655-22,262 (+)
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MGV-GENOME-0241460: 21,868-26,122 (+)
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IMGVR_UViG_3300045988_146897|3300045988|Ga0495776_176451:24,553-27,774 (+)

25 26 27 32
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uvig_191412:17,275-21,671 (+)

capP (CDS_0048)
49 50 VP1839_ VP1839(CDS_0051) 53 54
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uvig_382964:52,751-58,819 (+)
capP (CDS_0036) 37 VP1839 VP1839(CDS_0038)
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uvig_218672:27,936-34,005 (+)

29 PDC-M69A_WP_216276383.1 (CDS_0030)

ﬁG\/*GENOM E-0236581:18,486-25,326 (+)
27 PDC-M69A_WP_216276383.1 (CDS_0028)
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MGV-GENOME-0230294: 17,959-24,072 (+)
minor tail protein 27 PDC-Mé69A WP_216276383.1(CDS_0028)
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MGV-GENOME-0259640: 14,761-23,398 (+)

33 PDC-M69A_WP_216276383.1 (CDS_0034)
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RosmerTA_RmrA_2676476075 (CDS_0035) PDC-M69A_WP_216276383.1 (CDS_0041)
34 36 37 38 42
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MGV-GENOME-0316388:25,162-33,377 (+)
36 37 41 PDC-M69A WP_216276383.1(CDS_0042)
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uvig_116706:34,481-41,668 (+)
33 34 35 36
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MGV-GENOME-0301382:23,228-30,221 (+)

HTH DNA binding protein (CDS_0039)
HTH DNA binding protein (CDS_0038) 40

- — I E— E—
MGV-GENOME-0318398:24,085-31,598 (+)

32 33 34 35

- I I N N S S
IMGVR_UViG_3300029070_000002|3300029070|Ga0169176_10124:23,279-27,853 (+)
DNA binding protein (CDS_0022)
21 T 25 26 27 28 29 VP1839_VP1839 (CDS_0030)
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MGV-GENOME-0257241:13,195-26,512 (+)
5000 nt i
DNA, RNA and nucleotide metabolism head and packaging tail unknown function defence (DefenseFinder) defence (PADLOC) tRNA
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