
IMGVR_UViG_3300045988_146670|3300045988|Ga0495776_063216: 17,071-24,536 (+)

20
21

22 23

endolysin (CDS_0024)

25
26

27
28

29 30 31

transcriptional regulator (CDS_0032)

33
34

35

MGV-GENOME-0244743: 17,071-24,536 (+)

27
28

29

MGV-GENOME-0247798: 17,071-24,515 (+)

27
28

29

uvig_24189: 17,071-49,245 (+)

27
28

29 30 31 32 33 34 35 36 37 38 39 40 41 42 43 44
peptidase (CDS_0045)

46 47 48 49 50 51 52

uvig_313998: 17,442-48,401 (+)

22

endolysin (CDS_0024)

27
28

29 30 31 32 33 34 35 36 37 38 39 40 41 42 43
FtsK/SpoIIIE-like protein (CDS_0044)

45 46 47 48 49 50

SAMEA1906535_a1_ct94995_vs1: 16,004-26,179 (+)

28
29

3031
32

33

VakA (CDS_0034)

35 36 37 39

IMGVR_UViG_3300045988_165549|3300045988|Ga0495776_042959: 17,071-24,391 (+)

27
28

29
30

PDC-M69A_WP_216276383.1 (CDS_0034)

uvig_402957: 13,232-24,515 (+)

18 19

RT_III-AM_III-B_2 (CDS_0020)
endolysin (CDS_0025)

26 27 28 29 30

10000 nt

lysis moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function defence (DefenseFinder) defence (PADLOC)


