
KY303907.1: 50,154-57,102 (+)
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ABC transporter (CDS_0088)
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methyltransferase (CDS_0091)
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NC_029016.1: 49,862-56,119 (+)
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MN871443.1: 50,597-57,349 (+)
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KF192053.1: 49,103-56,394 (+)
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MH618488.1: 49,750-57,124 (+)
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IMGVR_UViG_3300014695_000003|3300014695|Ga0121387_100041: 49,090-55,947 (+)
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MK800154.1: 49,676-57,057 (+)
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HEase_00016 homing (CDS_0081)
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MK570225.1: 46,714-54,557 (+)
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NC_024212.1: 47,367-54,161 (+)
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KJ094032.2: 46,321-53,508 (+)
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NC_041960.1: 49,951-57,932 (+)
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IMGVR_UViG_3300013540_000001|3300013540|Ga0120363_1001: 49,754-56,908 (+)

82 88

IMGVR_UViG_3300013844_000001|3300013844|Ga0120355_10001: 44,220-51,097 (+)
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DNA binding protein (CDS_0067)

68 74

3000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other unknown function defence (PADLOC)


