
NC_029016.1: 35,482-43,886 (+)

48 49 DNA polymerase (CDS_0050) 51 52
ATP-dependent protease (CDS_0053)

54 55 56 57 58 59 60 61 62 63 64

MK570225.1: 35,732-43,804 (+)

transcriptional regulator (CDS_0052) 58 59 60

KY303907.1: 36,711-44,751 (+)

55 56 57 64

NC_041960.1: 35,284-44,254 (+)

52 56 57 58 59

IMGVR_UViG_3300014695_000003|3300014695|Ga0121387_100041: 36,318-44,525 (+)

56 57 58

MK721194.1: 35,524-44,453 (+)

54 55 56 58
HEase_00016 homing (CDS_0060)

64

KJ094032.2: 34,910-41,909 (+)

44 HEase_00016 homing (CDS_0048) 50

NC_018086.1: 36,246-42,471 (+)

46 HEase_00016 homing (CDS_0051)

MN871443.1: 35,955-42,645 (+)

49 DNA polymerase (CDS_0054) 59

IMGVR_UViG_3300013540_000001|3300013540|Ga0120363_1001: 35,784-44,298 (+)

HEase_00016 homing (CDS_0050) 54 55 57 58

IMGVR_UViG_3300013968_000002|3300013968|Ga0120347_1001: 35,784-44,299 (+)

54 55 61

3000 nt

DNA, RNA and nucleotide metabolism other transcription regulation unknown function defence (PADLOC)


