amidase (CDS_0029)
tail length tape measure protein (CDS_0032)
30 31 [ 33 34 35 36 37 38 DNA primase (CDS_0039) 40 41 42 43

1 1
SRR7892469 NODE 1 length 46378 cov_212.844656:25,192-43,327 (+)
tRNA-Pro(CGG)31 32 33 34 35

e I p— i .
IMGVR_UViG_3300045988_173207|3300045988|Ga0495776_179656:23,695-43,214 (+)
30 34 35 36 37 39 42

S I I s [ R E—
IMGVR_UViG_3300029116_000010|3300029116|Ga0168822_100448: 24,561-42,581 (+)
35 36 37

uvig 413958:24,683-42,127 (+)

I
MGV-GENOME-0309239: 25,190-42,894 (+)

30

I —
MGV-GENOME-0305650: 23,640-40,584 (+)
SigE (VF0295) (CDS_0032) 33

IMGVR UVIG 3300045988 186691|3300045988\GaO495776 171042|2103 47929 25,190-42 779( )
SigkE (VF0295) (CDS_0032)
33 34 35 36 37

——s — e I E——
|MGVR UVIG 3300045988 167494|3300045988\(330495776 171042 25, 190 44, 881( )
SigE (VF0295) (CDS_0030) 31 32 33 34 35 363738 39 40

Rampelll 10018 NODE 54 length 49170 cov_9.755635:23,426-46, 140( )
9000 nt i

DNA, RNA and nucleotide metabolism lysis tail unknown function virulence (VFDB) tRNA
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