baseplate protein (CDS_0020) holin (CDS_0029)
tail fiber protein (CDS_0021) endol?sin (CDS_0030)
19 | 2223 24 252627 28 | 31 32
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IMGVR_UVIG. 3300029256, 000007|3300029256| GaD16882/ 100685: 12.372-29,081 ()
holin (CDS_0028)
endolysin (CDS_0029)
23 242526 27 30
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IMGVR_UVIG. 3300045988 129816|3300045988| GaDA95776, 018480: 12.372.29,085 (1)
holin (CDS_0028)
endolysin (CDS_0029) Sortase B (VF0789) (CDS_0035)
22 23 24252627 | 30 3132 33 34 tRNA-Arg(CCT)

SAMEA2737726_al_ct28565_vs1:12,372-32,831 (+)
PDC-MO03A_WP_027723948.1 (CDS_0035)
holin (CDS_0028)
22 23 242526 27T 29 30 73233 34 36 Sortase B (VF0789) (CDS_0037) 41 42
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IMGVR_UViG_3300023543 000273|3300023543|Ga0257048_100133|56-46511: 12,371-33,693 (+)

holin (CDS_0026)
endolysin (CDS_0027)
24
22 23 25 28 29 30
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IMGVR_UViG_3300045988_126749|3300045988|Ga0495776_188734:12,371-29,904 (+)
holin (CDS_0025)
22 23 247 endolysin (CDS_0026)

— - ————————
MGV-GENOME-0288374: 12,349-27,124 (+)

22 23
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ivig_3784:12,372-24,788 (+)

holin (CDS_0028)
endolysin (CDS_0029)
22 23 242526 27| 30 31 32 3334
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MGV-GENOME-0312600: 12,372-26,207 (+)

holin (CDS_0028)
endolysin (CDS_0029)
22 23 242526 27 | 30 31 32 3334
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uvig_448055:12,372-29,691 (+)

holin (CDS_0025)
endolysm (CDS_0026) 31

22 23 24| 27 30 [3233

MGV-GENOME-0288102: 12,349-24,148 (+)
Uzume__UzuA (CDS_0025)
DNA polymerase (CDS_0028) mads_1 (CDS_0038)

capH (CDS_0027) 30 36
22 23 24 26 29 31 32 33 34 35| 37 39

\MG\/R UViG_3300045988 142021I3300045988\GaO495776 117019 12 372 34, 939( )
9000 nt i
DNA, RNA and nucleotide metabolism connector integration and excision lysis tail unknown function defence (DefenseFinder) defence (PADLOC) virulence (VFDB) tRNA
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