
IMGVR_UViG_3300045988_084243|3300045988|Ga0495776_120173: 12,949-20,494 (+)

HNH endonuclease (CDS_0030)
31

RM_Type_II__Type_II_MTases_FAM_1 (CDS_0032)

33 34 major head protein (CDS_0035) 36 37 38 39 40

uvig_462908: 13,439-21,782 (+)

DNA methyltransferase (CDS_0028)
RM_Type_II__Type_II_MTases_FAM_1 (CDS_0029)

30 33 34 35 minor head protein (CDS_0039) tail completion (CDS_0040)

MGV-GENOME-0199108: 12,986-19,201 (+)

33 34 35

uvig_502495: 7,997-17,748 (+)

DNA methyltransferase (CDS_0026)
27 28 31 tail fiber protein (CDS_0032) 33 34 RT_III-AM_III-B_2 (CDS_0035)

uvig_338739: 6,794-15,922 (+)

20
Mom-like DNA modification protein (CDS_0021)

22 tRNA-Gly(ACC) 25 26 27 RT_III-AM_III-B_2 (CDS_0028)

IMGVR_UViG_3300045988_100739|3300045988|Ga0495776_011357: 9,700-19,220 (+)

20 21 22 23 24 25
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0026)

28 29 32 33

uvig_214597: 9,700-19,165 (+)

25 28 29

uvig_311711: 13,032-20,843 (+)

MTase_II_00015 Type (CDS_0030)
31 34 35

3000 nt

DNA, RNA and nucleotide metabolism connector head and packaging other tail unknown function defence (DefenseFinder) defence (PADLOC) tRNA


