
uvig_213972: 206-5,942 (+)

1 2 beta-1 (CDS_0003) 4 5 6
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0007)

8 9

uvig_98087: 12,400-17,455 (-)

transposase (CDS_0029)
Control_protein_00002 control (CDS_0030)

31

uvig_200116: 2-5,612 (+)

1 2

vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NF033117.2) (CDS_0003)

MutT/NUDIX hydrolase (CDS_0004)
phosphoadenosine phosphosulfate reductase

uvig_60823: 14,015-20,957 (-)

3233343536

uvig_443496_: 13,754-20,647 (-)

DNA methyltransferase (CDS_0027)313233

uvig_205586: 11,046-16,519 (-)

29

uvig_288343: 1-7,643 (+)

terminase large subunit (CDS_0001)
2 3 ThsC2_00001 HIT (CDS_0004)

uvig_58315: 50-4,584 (+)

1 peptidase (CDS_0002) 3

uvig_84063: 241-10,795 (+)

1 2 3 4 ABC transporter (CDS_0005) 6 7

uvig_508193: 13,327-21,647 (-)

SspD_00001 SspD (CDS_0025)31endolysin (CDS_0032)3334

uvig_49398: 10,493-17,704 (-)

27282930DNA polymerase (CDS_0031)32

uvig_170831: 37-13,718 (+)

1 2
BSH (VF0350) (CDS_0003)

Proline synthesis (VF0812) (CDS_0004)

5 6
FbpABC (VF0272) (CDS_0007)

8 9 10

uvig_33801: 11,130-16,535 (-)

2329
Exopolysaccharide (VF0755) (CDS_0030)

uvig_493531: 3-3,729 (+)

1

uvig_431127: 10,500-17,235 (-)

2728
DrmD_00013 DrmD (CDS_0029)
30

5000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis moron, auxiliary metabolic gene and host takeover other unknown function

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)


