
MGV-GENOME-0202659: 21,702-28,449 (+)

21 22 23 24 25 26 27 28 29 30 31

MGV-GENOME-0194760: 21,324-26,823 (+)

25 26 27

MGV-GENOME-0209650: 730-8,766 (-)

123
toxin (CDS_0004)

5678

MGV-GENOME-0211182: 23,024-29,829 (+)

19 24 25 26 27 28

MGV-GENOME-0205333: 95-6,179 (-)

123456

MGV-GENOME-0199460: 21,554-27,648 (+)

25 26 27 28 29 30

MGV-GENOME-0206069: 21,290-28,812 (+)

25 26 27 28 29 30 31
toxin (CDS_0032)

33

MGV-GENOME-0203856: 518-7,680 (-)

toxin (CDS_0001)2345678

uvig_597347: 1-7,054 (-)

1234567

MGV-GENOME-0250840: 18,039-26,620 (+)

23 24 25 26 27 28 29 30 31 DNA repair protein (CDS_0032)

MGV-GENOME-0321152: 1-11,967 (-)

1ShosTA__ShosT (CDS_0002)
DNA repair protein (CDS_0003)

45678910111213

uvig_347565: 17,465-24,575 (+)

23 24 25 26 27 28 29 30 31

MGV-GENOME-0180024: 20,632-24,669 (+)

25 26

MGV-GENOME-0171753: 3-4,041 (-)

12

MGV-GENOME-0193979: 3-4,427 (-)

123

MGV-GENOME-0191663: 2-4,152 (-)

12

MGV-GENOME-0188423: 21,436-25,988 (+)

25 26

MGV-GENOME-0195636: 21,725-27,199 (+)

25 26 27

MGV-GENOME-0188226: 1-4,384 (-)

123

MGV-GENOME-0187406: 1-4,711 (-)

123

MGV-GENOME-0198855: 122-6,626 (-)

12345

MGV-GENOME-0189218: 21,229-26,093 (+)

22 23 24

MGV-GENOME-0187204: 1-4,425 (-)

1234

uvig_598655: 2-5,507 (-)

1234

MGV-GENOME-0193766: 21,657-26,433 (+)

24 25 26 27

MGV-GENOME-0189303: 1-4,716 (-)

1234

MGV-GENOME-0208717: 331-4,808 (-)

1234

MGV-GENOME-0192965: 21,808-26,292 (+)

23 24 25

MGV-GENOME-0208944: 381-7,474 (-)

123456

MGV-GENOME-0179410: 17,025-24,087 (+)

23 24 25 26 27 28

MGV-GENOME-0199391: 164-6,887 (-)

123456

uvig_447355: 752-7,854 (-)

1234567

MGV-GENOME-0195304: 51-6,045 (-)

1234

MGV-GENOME-0197423: 3-6,548 (-)

12345

MGV-GENOME-0198454: 20,701-26,477 (+)

25 26 27 28 29

MGV-GENOME-0198967: 20,934-27,677 (+)

25 26 27 28 29 30

uvig_598259: 365-6,622 (-)

123456

MGV-GENOME-0255573: 1-7,788 (-)

1234567

MGV-GENOME-0199072: 20,961-27,806 (+)

25 26 27 28 29 30 31

MGV-GENOME-0197083: 238-6,361 (-)

12345

MGV-GENOME-0186096: 143-4,736 (-)

123

MGV-GENOME-0196592: 21,006-27,323 (+)

25 26 27 28

MGV-GENOME-0200051: 3-7,016 (-)

123456

MGV-GENOME-0190873: 22,279-26,396 (+)

26 27

SAMN03418278_a1_ct2557_vs1: 3-4,087 (-)

12

MGV-GENOME-0170370: 2-3,837 (-)

1

MGV-GENOME-0183718: 1-4,622 (-)

12

MGV-GENOME-0173494: 383-5,111 (-)

123

MGV-GENOME-0179735: 20,928-24,621 (+)

26

MGV-GENOME-4378676: 3-3,661 (-)

1

MGV-GENOME-0170116: 19,513-23,215 (+)

24

SAMN09781772_a1_ct71865_vs1: 21,451-30,235 (+)

25 26 27 28 29 30 31 32 33 34

uvig_235425: 2-6,102 (-)

123456

MGV-GENOME-0205373: 21,771-28,023 (+)

25 26 27 28

MGV-GENOME-0206527: 497-5,701 (-)

123

MGV-GENOME-0192693: 13-4,322 (-)

12

MGV-GENOME-0237747: 85-4,698 (-)

123

MGV-GENOME-0188672: 209-4,379 (-)

12

MGV-GENOME-0256648: 1-5,774 (-)

12345

MGV-GENOME-0195737: 145-6,057 (-)

123456

MGV-GENOME-0233452: 17,639-23,551 (+)

23 24 25 26 27 28

MGV-GENOME-0207024: 23,316-29,227 (+)

27 28 29 30 31
32

MGV-GENOME-0196019: 146-5,628 (-)

12345

MGV-GENOME-0224578: 142-6,061 (-)

123456

MGV-GENOME-0197777: 1-5,882 (-)

123456

MGV-GENOME-0226026: 210-5,692 (-)

12345

uvig_342939: 12,304-18,197 (+)

21 22 23 24 25 26

MGV-GENOME-0198426: 21,625-27,557 (+)

25 26 27 28 29 30

MGV-GENOME-0211727: 21,635-27,718 (+)

25 26 27 28 29 30

MGV-GENOME-0210660: 73-6,433 (-)

1234567

MGV-GENOME-0206914: 21,886-29,029 (+)

25 26 27 28 29 30 31 32

MGV-GENOME-0231276: 1-11,567 (-)

1ShosTA__ShosT (CDS_0002)
DNA repair protein (CDS_0003)

456789101112

MGV-GENOME-0214962: 21,375-30,517 (+)

25 26 27 28 29 30 31
DNA repair protein (CDS_0032)

ShosTA__ShosT (CDS_0033)

uvig_341326: 1-7,556 (-)

12345678

MGV-GENOME-0195683: 124-6,397 (-)

123456

MGV-GENOME-0254038: 142-7,800 (-)

123456

MGV-GENOME-0234438: 1-11,223 (-)

1ShosTA__ShosT (CDS_0002)
DNA repair protein (CDS_0003)

456789

MGV-GENOME-0205855: 161-7,384 (-)

12345678910

MGV-GENOME-0202990: 242-7,166 (-)

12345678910

SAMEA3951706_b1_ct101_vs2: 3-7,433 (-)

12345678

MGV-GENOME-0266884: 234-8,975 (-)

12345678910

MGV-GENOME-0195925: 18,686-27,252 (+)

21 24 25 26 27 28 29 30 31 32

MGV-GENOME-0221313: 487-8,171 (-)

12345678

MGV-GENOME-0208829: 21,004-29,475 (+)

24 25 26 27 28 29 30 31 32 33

MGV-GENOME-0228303: 26,043-32,980 (+)

30 31 32 33 34 35

MGV-GENOME-0197818: 21,308-27,237 (+)

25 26 27 28 29 30

MGV-GENOME-0206966: 281-7,939 (-)

12345678910

MGV-GENOME-0202239: 21,281-28,051 (+)

25 26 27 28 29 30 31 32

MGV-GENOME-0205944: 21,565-28,356 (+)

25 26
27

28 29 30 31 32 33 34

MGV-GENOME-0204931: 3-6,014 (-)

123456

MGV-GENOME-0198203: 21,221-27,656 (+)

25 26 27 28 29 30 31

MGV-GENOME-0199757: 21,262-27,620 (+)

25 26 27 28 29 30 31

MGV-GENOME-0209826: 21,277-29,384 (+)

24 25 26 27
membrane protein (CDS_0028)

29 30 31 32 33 34

MGV-GENOME-0206340: 21,750-29,042 (+)

25 26 27 28
membrane protein (CDS_0029)

30 31 32 33

MGV-GENOME-0184985: 1-3,874 (-)

12

Han_2018_ERR1398097_NODE_204_length_17928_cov_134.050020: 13,813-17,927 (+)

21 22

SAMN05414928_a1_ct95199_vs1: 149-5,004 (-)

123

MGV-GENOME-0170506: 18,403-23,016 (+)

22 23

MGV-GENOME-0182762: 1-4,789 (-)

1234

MGV-GENOME-0189759: 28-4,629 (-)

1234

SAMN03418267_a1_ct35617_vs1: 22,265-26,082 (+)

23

MGV-GENOME-0175463: 1-3,839 (-)

1

MGV-GENOME-0186775: 21,685-25,725 (+)

23

MGV-GENOME-0204265: 140-5,431 (-)

123

uvig_385220: 87-4,189 (-)

12

MGV-GENOME-0183814: 20,223-25,256 (+)

22 23 24 25

MGV-GENOME-0253779: 143-7,368 (-)

12345678

MGV-GENOME-0197500: 275-5,960 (-)

toxin (CDS_0001)2345

SAMN09781783_a1_ct16905_vs1: 3-6,907 (-)

123456

MGV-GENOME-0247622: 21,670-26,871 (+)

25 26 27 28

uvig_469540: 21,018-25,414 (+)

25

MGV-GENOME-0222256: 374-4,770 (-)

1

MGV-GENOME-0211799: 21,712-28,786 (+)

25 26 27 28 29 30

MGV-GENOME-0215320: 21,629-30,664 (+)

23 24 25 26 27 28 29
DNA repair protein (CDS_0030)

ShosTA__ShosT (CDS_0031)

MGV-GENOME-0200871: 18,619-27,648 (+)

22 23 24 25 26 27 28
DNA repair protein (CDS_0029)

ShosTA__ShosT (CDS_0030)

MGV-GENOME-0189172: 2-6,067 (-)

12345

MGV-GENOME-0173439: 1-10,619 (-)

1ShosTA__ShosT (CDS_0002)
DNA repair protein (CDS_0003)

4567891011

MGV-GENOME-0228765: 3-7,703 (-)

123456789

4000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover unknown function defence (DefenseFinder)


