
OTU_4921: 13,464-23,520 (+)

16 17 18 19 20 21 22 23 24 25 26 27 28 29 30 31 minor tail protein (CDS_0032)

uvig_201758: 13,488-26,737 (+)

20 endolysin (CDS_0023)
holin (CDS_0024)

tRNA-Ser(CGA)

25 26 27 28

uvig_194336: 14,458-26,713 (+)

minor tail protein (CDS_0019)
20 25 26 27 28 29

endolysin (CDS_0030)
holin (CDS_0031)

32 33 34
toxin (CDS_0035)

transcriptional repressor (CDS_0036)
DNA binding protein (CDS_0037)

38
39

MGV-GENOME-0166894: 14,456-21,457 (+)

19 24
holin (CDS_0025)

DNA binding protein (CDS_0026)

27
28

MGV-GENOME-0147822: 14,458-20,210 (+)

24
DNA binding protein (CDS_0025)

2627

MGV-GENOME-0209378: 14,493-29,634 (+)

23 24 25 26 27 holin (CDS_0028)29
DNA polymerase/primase (CDS_0030)

31 32
33

34 35 36

DNA binding protein (CDS_0037)

38
39

uvig_110549: 14,456-26,598 (+)

23 24 25 26 27
DNA polymerase/primase (CDS_0028)

29 30
31

32 33 34

DNA binding protein (CDS_0035)

36
37

OTU_4446: 14,492-26,440 (+)

24 25 26 27 28 holin (CDS_0029) 30 31
membrane protein (CDS_0032)

33

OTU_4998: 13,500-23,238 (+)

23 24 25 26 27
holin (CDS_0028)

29

MGV-GENOME-0180475: 14,457-24,736 (+)

22 23 24 25 26 27 28 29
holin (CDS_0030)

31

DNA binding protein (CDS_0032)

33
34

uvig_596359: 14,455-26,013 (+)

24 25 26 27 28 29 30 31 32 33

uvig_426997: 14,457-31,011 (+)

22 23 24 25 26 27 holin (CDS_0028) 29 30 31 32 33

DNA binding protein (CDS_0034)

3536
HNH endonuclease (CDS_0037)

MGV-GENOME-0202967: 13,464-25,760 (+)

22 23 24 25 26 27
holin (CDS_0028)

29 30 31 32
DNA binding protein (CDS_0033)

3435

uvig_119143: 14,337-26,375 (+)

24 25 26 27 28holin (CDS_0029) 30 31 32

OTU_4967: 14,490-23,339 (+)

23 24 25 26 27 28 holin (CDS_0029)

MGV-GENOME-0137937: 12,637-19,047 (+)

15 21 22

DNA binding protein (CDS_0023)

24
25

26

MGV-GENOME-0141401: 12,638-19,444 (+)

20 21 22 23
DNA binding protein (CDS_0024)

2526

6000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover tail transcription regulation unknown function tRNA


