
IMGVR_UViG_2561511194_000003|2561511194|2561541646|4075323-4124479: 35,520-47,791 (+)

transcriptional repressor (CDS_0042)

excisionase and transcriptional regulator (CDS_0043)
polarity suppression Psu-like by overcoming Rho (CDS_0044)

45

polarity suppression Psu-like by overcoming Rho (CDS_0046)

PD-T7-2_B_WP_009660643.1 (CDS_0047)
PD-T7-2_A_WP_104725143.1 (CDS_0048)

49 50 51
DS-34__DS-34A (CDS_0052)

excisionase (CDS_0053)

54 55 56 57

IMGVR_UViG_2558860442_000001|2558860442|2558889612|8169-55836: 34,060-46,302 (+)

46 47 48

IMGVR_UViG_2923258486_000004|2923258486|2923258486|3462757-3509630: 35,242-45,502 (+)

48
PtuB1_00014 Unknown (CDS_0049)

PtuA1_00019 AAA (CDS_0050) 51

IMGVR_UViG_2731957943_000001|2731957943|2732027480|222754-273666: 37,939-48,540 (+)

49 50 cell division inhibitor (CDS_0055)

IMGVR_UViG_2880319907_000001|2880319907|2880319907|1192897-1239396: 34,299-44,835 (+)

47 48 49

IMGVR_UViG_2675903466_000005|2675903466|2675977321|42876-88601: 33,669-44,348 (+)

42 43 44 45

IMGVR_UViG_2558860436_000007|2558860436|2558889050|53922-102221: 34,588-46,934 (+)

DS-30__DS-30A (CDS_0046)
DS-30__DS-30B (CDS_0047)

DS-30__DS-30C (CDS_0048)

DS-30__DS-30D (CDS_0049) 50 51

IMGVR_UViG_2687453155_000001|2687453155|2687453567|1110839-1158933: 34,801-46,723 (+)

DS-30__DS-30A (CDS_0042)
DS-30__DS-30B (CDS_0043)

DS-30__DS-30C (CDS_0044)

DS-30__DS-30D (CDS_0045) 46 47

TemPhD_cluster_40330: 34,438-46,270 (+)

SDIC3__SDIC3D (CDS_0040) PD-T7-2_B_WP_009660643.1 (CDS_0045)
PD-T7-2_A_WP_104725143.1 (CDS_0046)

47 52

IMGVR_UViG_2537561782_000009|2537561782|2537590905|131774-168981: 24,514-35,836 (+)

PD-T7-2_B_WP_009660643.1 (CDS_0035)

PD-T7-2_B_WP_091835808.1 (CDS_0036)
PD-T7-2_A_WP_104725143.1 (CDS_0037)

38

4000 nt

DNA, RNA and nucleotide metabolism integration and excision moron, auxiliary metabolic gene and host takeover transcription regulation unknown function defence (DefenseFinder)

defence (PADLOC)


