
IMGVR_UViG_2880319907_000001|2880319907|2880319907|1192897-1239396: 22,404-35,113 (+)

head closure (CDS_0031)
32 33 34 35 36 Flagella (VF0394) (CDS_0037)

Peritrichous flagella (VF0967) (CDS_0038)
SDIC3__SDIC3F (CDS_0039)

SDIC3__SDIC3E (CDS_0040)
SDIC3__SDIC3D (CDS_0041)

transcriptional repressor (CDS_0042)
excisionase and transcriptional regulator (CDS_0043)

IMGVR_UViG_2675903466_000005|2675903466|2675977321|42876-88601: 22,416-34,483 (+)

Flagella (VF0394) (CDS_0032)
Peritrichous flagella (VF0967) (CDS_0033)

IMGVR_UViG_2731957943_000001|2731957943|2732027480|222754-273666: 25,048-38,750 (+)

37 Flagella (VF0394) (CDS_0038)
transcriptional repressor (CDS_0039)

mREase_II_00007 Type (CDS_0040)

IMGVR_UViG_2558860442_000001|2558860442|2558889612|8169-55836: 22,466-34,871 (+)

34
anti-repressor Ant (CDS_0035)

transcriptional repressor (CDS_0036)

mREase_II_00007 Type (CDS_0037)

TemPhD_cluster_40330: 24,670-35,476 (+)

36 anti-repressor Ant (CDS_0037)

IMGVR_UViG_2687453198_000001|2687453198|2687453633|1148800-1195775: 22,335-36,200 (+)

35
anti-repressor Ant (CDS_0036)

37 Flagella (VF0394) (CDS_0038) transcriptional repressor (CDS_0039)

IMGVR_UViG_2512564066_000007|2512564066|2512571846|2854855-2904091: 22,353-36,339 (+)

35 36 37 38

IMGVR_UViG_2558860436_000007|2558860436|2558889050|53922-102221: 22,353-35,402 (+)

35 36 37

IMGVR_UViG_2923258486_000004|2923258486|2923258486|3462757-3509630: 23,348-37,333 (+)

35 Flagella (VF0394) (CDS_0036)

transcriptional repressor (CDS_0037)

38
DNA primase (CDS_0039)

SDIC3__SDIC3F (CDS_0040)

polarity suppression Psu-like by overcoming Rho (CDS_0045)

IMGVR_UViG_2534681953_000008|2534681953|2534764976|42900-89169: 22,416-36,243 (+)

Peritrichous flagella (VF0967) (CDS_0032)
Peritrichous flagella (VF0967) (CDS_0033)

37 38 SDIC3__SDIC3C (CDS_0039)

5000 nt

DNA, RNA and nucleotide metabolism connector integration and excision tail transcription regulation unknown function defence (DefenseFinder) defence (PADLOC) virulence (VFDB)


