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TemPhD_cluster_44890: 14,332-15,400 (+); 1-9,731 (+)
transcriptional repressor (CDS_0004) 5 6
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TemPhD _cluster_65674:14,350-15,419 (+); 1-9,749 (+)

excisionase and transcriptional regulator (CDS_0005)
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TemPhD cluster_65820: 13,698-14,767 (+ ) 1-9,103 (+)
excisionase and transcriptifonal regulator (CDS_0005)
transcriptional repressor (CDS_0006)
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TemPhD_cluster_65852: 13,544-14,613 (+); 1-8,943 (+)
excisionase and transcriptional regulator (CDS_0005)
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TemPhD_cluster_44990: 13,104-14,173 (+); 1-8,923 (+)
PhoPQ (VF0111) (CDS_0004)
ABC transporter (CDS_0006)
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uvig 431817:1-14,327 (+)
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