cas12f2_V-F_2 (CDS_0193)
V_U4 CAS-V-F; (CDS_0188) 194 196 DNA polymerase (CDS_0198)
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MGV-GENOME-0379887: 169,985-186,330 (+)

151 152 153 154 155 156

MGV-GENOME-0379595: 136,125-152,988 (+)
08 209 214 215 217
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MGV-GENOME-0379974:182,659-199,586 (+)
27 26 25 21 20

— —
Ma_2019_SRR413625_NODE_16_length 230497 cov_6.151435: 14,625-28,589 (-)
173 174

MGV-GENOME-0379733: 150,071-158,588 (+)
209 210

I
MGV-GENOME-0379959:180,755-192,665 (+)
Specificity_I_00025 Type (CDS_0223)
MTase_l_00008 Type (CDS_0224)
220 221 222 ‘ 225 226 231 232 233
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MGV-GENOME-0379897:183,142-207,738 (+)
230 231
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MGV-GENOME-0379997:203,326-219,008 (+)

RosmerTA__RmrA_2600853143 (CDS_0223)

221
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NN L e — I S I — I D I
MGV-GENOME-0379979: 185,573-206,197 (+)
RosmerTA_RmrA_2600853143 (CDS_0192)
MTase_lI_00176 Type (CDS_0189)
MTase_Il_00161 Type (CDS_0188)
190
V_U4 CAS-V-F; (CDS_0182) 186 RM_Type_lIG_Type_lIG_2 (CDS_0187) ‘ T 191 193 198 200
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MGV-GENOME-0379830: 160,095-185,836 (+)
MTase_|I_00176 Type (CDS_0178)
MTase_ll_00161 Type (CDS_0177)
179
175 RM_Type_lIG_Type IIG_2(CDS_0176) T 180
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MGV-GENOME-0379737:148,307-168,144 (+)
MTase_|I_00176 Type (CDS_0021)
MTase_ll_00161 Type (CDS_0022)
24 RM_Type_lIG_Type_IIG_2 (CDS_0023) | 2019
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MGV-GENOME-0378441:12,573-32,410 (-)
MTase_I1_00176 Type (CDS_0183)
MTase_I_00161 Type (CDS_0182)
184
180 RM_Type_lIG_Type_IIG_2 (CDS_0181) T 185 186
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MGV-GENOME-0379840: 163,513-183,338 (+)
10000 nt i

DNA, RNA and nucleotide metabolism unknown function defence (DefenseFinder) defence (PADLOC)




