V_U4 CAS-V-F; (CDS_0169) DS-32__DS-32B (CDS_0193)

letA_00002 (CDS_0165) 174 180 RM_Type_lIG_Type_IIG_1(CDS_0185)  DarTG_DarG (CDS_0189)
167 173 178 181 183 191 195
166 | 168 170 171 1727 | 175 176 177179| | 182 184 186 187 188 | 190] 192 194 1 196 197 198
I - -

— —
MGV-GENOME-0379959: 144,169-174,264 (+)
DarTG__DarG (CDS_0166)

V_U4 CAS-V-F; (CDS_0161) 168
156 160 162 163 164 165 | 167] 169 170  DNAhelicase (CDS_0173)
I I -_— -—
MGV-GENOME-0379887: 143,177-164,464 (+)
PDC-M10A_WP_227054025.1 (CDS_0181) MTase_Il_00083 Type (CDS_0208)
PDC-M10B_WP_205449755.1 (CDS_0180) DarTG_DarG (CDS 0198)  REase_Il_00020 Type (CDS_0206)
185 189 191 197 204
184 T 186 187 188190192193 194 195196] | 199200 201 202203 205 207 209 212 cas12f2 V-F_2(CDS_0215)
L I I | I

— —
MGV-GENOME-0379997:160,952-196,847 (+)
REase_l1_00020 Type (CDS_0151)

147 MTase_|I_00083 Type (CDS_0153)  DarTG_DarG (CDS_0157)
140 144 146 150 159
139 [ 141 142 143145[ | 148149 | 152 154 155 156 | 158] 160
K
— — — — - >_Q<:K
MGV-GENOME-0379840: 123,617-155,347 (+)
183
184 DarTG_DarG (CDS_0190)
177 182[ 186 192
176 | 178 179 180 181 || 185 187 188 189 | 191] 193 196

A Kadd-DEC idda T K K- AaAIaEEKE

I -_— -
MGV-GENOME-0379947: 148,756-175,204 (+)
182 186 190 194
181 183 184 185 187 188189 191192 193] 195 196

A K HEEETGCE-@&HEohaac  KIaaid

MGV-GENOME-0379897:149,784-175,368 (+)

transposase (CDS_0159)

150 Cas14u CAS-V-F; (CDS_0160)
144 146 145 152 161
145] 147 148 T|151 153154 155 156 157 158 T 162

— — — - ——
IMGVR_UViG_3300045988_182459|3300045988|Ga0495776_011137:110,424-139,570 (+)

PDC-M10A_WP_227054025.1 (CDS_0158)
PDC-M10B_WP_205449755.1 (CDS_0157)
tRNA-Thr(CGT) 156 161
148 149 150 155] 159 160] 162

CE G e .

{10 ] 1 I —
MGV-GENOME-0379830: 134,186-152,318 (+)
k 10000 nt {
DNA, RNA and nucleotide metabolism integration and excision unknown function defence (DefenseFinder) defence (PADLOC) tRNA
I




