DNA methyltransferase
51 52 53 54 55 56 575859 60 6162 63 64 65 66 67 68 69 7071 72 73 74 75 76 77 78 79 80 81

MGV-GENOME-0316321:37,429-49,285 (+)
59 60 6162 63 64 65 66 67 68 69 7071 72 73 74 75 79

IMGVR_UViG_3300045988_177823|3300045988|Ga0495776_000285: 37,429-49,285 (+)
60 61 6263 64 65 66 67 68 69 70 71 7273 74 75 77

Shkoporov_2019 SRR9161613 NODE 8 length 51773 cov_67.886848: 36,530-48,258 (+)
DNA methyltransferase (CDS_0068)
60 61 6263 64 65 66 67 69 7071 72 73
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MGV-GENOME-0314461:36,536-48,125 (+)

63 64 65 66 67 69

uvig_304107:40,666-49,098 (+)
DNA methyltransferase (CDS_0053)
mads_1 (CDS_0055) DNA repair protein (CDS_0067)
54 W)NA methyltransferase (CDS_0056) 59 61 62 63 64 65 66 68 69 70
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IMGVR_UViG_3300029703_000007|3300029703|Ga0245234_100569: 36,266-47,322 (+)
DNA repair protein (CDS_0066)
RM _Type_ll_Type_|l_MTases_FAM_2 (CDS_0056) 61 62 63 64 65 67 68 69 70
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uvig_ 177594 36,121-47,751 (+)
HEase_00016 homing (CDS_0053)
DNA repair protein (CDS_0059)
56 58 60 61 62 63 64

IMGVR _UViG_3300045988_178244[3300045988|Ga0495776_136360:36,657-43,425 (+)
4000 nt |
DNA, RNA and nucleotide metabolism other unknown function defence (DefenseFinder) defence (PADLOC)
I




