DNA methyltransferase (CDS_0048)
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MGV-GENOME-0314461:32,595-41,403 (+)

49 RM_Type_ll_Type_ll_MTases_FAM_2 (CDS_0050)

uvig_266460:32,315-42,215 (+)

Shkoporov 2019 SRR9161613 NODE 8 length 51773 _cov_67. 886848 32 487-41,092 (+)
HEase_00016 homing (CDS_0055) RM_Type_ll_Type_ll_MTases_FAM_2 (CDS_0056)
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MGV-GENOME-0313351:33,670-42,177 (+)
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IMGVR_UViG_3300029703_000007|3300029703|Ga0245234_100569: 33,492-41,326 (+)

HEase_00016 homing (CDS_0053)
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IMGVR_UViG_3300045988_178244|3300045988|Ga0495776_136360: 34,901-38,623 (+)

[ 3000 nt i

DNA, RNA and nucleotide metabolism other unknown function defence (DefenseFinder) defence (PADLOC)
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