Gp2.5-like ssDNA binding protein and ssDNA annealing protein (CDS_0040) DNA methyltransferase (CDS_0049)
exonuclease (CDS_0041) mads_1(CDS_0051)
42 43 44 DNA helicase (CDS_0045) 46 47 48 50 52 DNA primase (CDS_0053)
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Shkoporov_2019 SRR9161613 NODE 8 _length_51773_cov_67.886848:29,182-38,788 (+)
49 50

IMGVR_UViG_3300029703_000007|3300029703|Ga0245234_100569: 30,174-40,101 (+)
49
48] 5051 RM_Type_Il_Type_ll_MTases_FAM_2 (CDS_0057)

IMGVR_UViG_3300045988_172535|3300045988|Ga0495776_000874: 30,060-40,952 (+)

11—
48 49 50
L} | I
uvig_177594: 30,060-40,823 (+)
48 49 51 52

IMGVR_UViG_3300045988_132511|3300045988|Ga0495776_012616:32,116-43,153 (+)
48 cysH_IV-B_1 (CDS_0049)

uvig_304107:30,262-42,924 (+)
HEase_00016 homing (CDS_0053)
40 45 46 51 54

IMGVR_UViG_3300045988_178244(3300045988|Ga0495776_136360:29,163-37,666 (+)
5000 nt i
DNA, RNA and nucleotide metabolism other unknown function defence (DefenseFinder) defence (PADLOC)
I




