bifunctional heptose 7-phosphate kinase/heptose 1-phosphate adenyltransferase (CDS_0025)

dTDP-4-dehydrorhamnose 3 (CDS_0022) phosphoheptose isomerase (CDS_0026)
20 O-antigen (VF0392) (CDS_0021) O-antigen (VF0392) (CDS_0023) 24 \ cysteine dioxygenase (CDS_0027)
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Station70_MES_COMBINED_FINAL_NODE 2685 length 21678 cov_5.661425:16,845-21,677 (+)
bifunctional heptose 7-phosphate kinase/heptose 1-phosphate adenyltransferase (CDS_0002) phosphoheptose isomerase (CDS_0001)
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Station85_MES_COMBINED_FINAL_NODE 1942 length_21431 cov_8.955979:15-4,735 (-)
bifunctional heptose 7-phosphate kinase/heptose 1-phosphate adenyltransferase (CDS_0023)
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Station189_DCM_ALL _assembly NODE_2846_length_18697_cov_10.918195: 14,603-18,696 (+)
bifunctional heptose 7-phosphate kinase/heptose 1-phosphate adenyltransferase (CDS_0001)
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Station205_MES_ALL _assembly NODE_2810_length_18770_cov_5.089287:2-4,095 (-)

phosphoheptose isomerase (CDS_0025)
cysteine dioxygenase (CDS_0026)
bifunctional heptose 7-phosphate kinase/heptose 1-phosphate adenyltransferase (CDS_0024) \ 27 28 29

. >t y A ) ) |

e ——
Station122_ DCM_ALL assembly NODE_919_length_23103_cov_5.716461:16,987-22,813 (+)

phosphoheptose isomerase (CDS_0021)
cysteine dioxygenase (CDS_0022)
bifunctional heptose 7-phosphate kinase/heptose 1-phosphate adenyltransferase (CDS_0020) \ 23
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Station34_SUR_ALL assembly NODE_1164 length 18017 cov_3.604331:12,712-17,982 (+)
bifunctional heptose 7-phosphate kinase/heptose 1-phosphate adenyltransferase (CDS_0024) UDP-glucose dehydrogenase (CDS_0027)
cysteine dioxygenase (CDS_0025) 26 28 29
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Station32_SUR_ALL_assembly NODE_572_length_23929_cov_5.901650: 17,053-23,928 (+)

bifunctional heptose 7-phosphate kinase/heptose 1-phosphate adenyltransferase (CDS_0003)
cszeine dioxygenase (CDS_0001)
9 4 phosphoheptose isomerase (CDS_0002)
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Station189_MES_ALL _assembly NODE_5808_length_15457_cov_3.696014:2-5,897 (-)

bifunctional heptose 7-phosphate kinase/heptose 1-phosphate adenyltransferase
11 10 dTDP-4-dehydrorhamnose 3 (CDS_0006) [
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Station189_MES_ALL _assembly NODE_4043_length_19830_cov_32.312971:1,106-7,717 (-)
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Station180_7ZZZ_ALL_assembly_ NODE_4371_length_16557_cov_3.589383:10,160-16,511 (+)
k 2000 nt {
DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other unknown function virulence (VFDB)
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