
IMGVR_UViG_3300045988_152373|3300045988|Ga0495776_161631: 25,650-39,042 (+)

34 35 36
tail length tape measure protein (CDS_0037)

38
39

40 41

transcriptional regulator (CDS_0042)

43 44 45

MGV-GENOME-0297122: 24,525-39,039 (+)

40 tRNA-Met(CAT)

IMGVR_UViG_3300045988_149761|3300045988|Ga0495776_098319: 24,525-39,190 (+)

40 41

IMGVR_UViG_2903670308_000001|2903670308|2903670308|201536-251670: 26,351-43,286 (+)

38 39 40 41 42

IMGVR_UViG_3300045988_188172|3300045988|Ga0495776_051510|2-49486: 26,811-42,635 (+)

41 43
44

45

IMGVR_UViG_3300045988_186546|3300045988|Ga0495776_116313|40643-89941: 26,811-42,449 (+)

41 43
44

45

MGV-GENOME-0341049: 24,071-39,826 (+)

34 39 40
41

42

transposase (CDS_0043)

44

MGV-GENOME-0341102: 26,355-56,738 (+)

41 42

FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0043)

44 45 46 47
PDC-M16A_WP_222133928.1 (CDS_0048)

49 50 51 52 53 54 55 56 58
59

60

10000 nt

integration and excision lysis moron, auxiliary metabolic gene and host takeover tail transcription regulation unknown function defence (PADLOC) tRNA


