
IMGVR_UViG_2563366782_000003|2563366782|2563390148|247710-283542: 27,968-35,125 (+)

replication initiation protein
41

Holliday junction resolvase (CDS_0042)

43 44

MazG-like pyrophosphatase (CDS_0045)

46 47 48
MTase_II_00074 Type (CDS_0049)

50 51 52 53 54
HNH endonuclease (CDS_0055)

56

IMGVR_UViG_648276640_000003|648276640|648296528|3548-38503: 9,243-17,684 (+)

27 28 29 30 31 36 37 38

IMGVR_UViG_2565956742_000005|2565956742|2565987244|186921-222840: 27,572-35,918 (+)

DNA methyltransferase (CDS_0043)
DNA methyltransferase (CDS_0044)

45 46 47

MGV-GENOME-0209241: 22,062-29,611 (+)

DNA methyltransferase (CDS_0032) 33 34 35

IMGVR_UViG_2558860742_000006|2558860742|2558901463|142681-181045: 29,933-36,675 (+)

DNA methyltransferase (CDS_0048) 49
DNA methyltransferase (CDS_0050)

51 52

IMGVR_UViG_2519103116_000004|2519103116|2519117693|38560-73791: 27,555-35,230 (+)

MTase_II_00157 Type (CDS_0044)
45 46 47 48 49 50

IMGVR_UViG_2558860738_000005|2558860738|2558901315|20649-56162: 29,250-35,512 (+)

49 50 51 52 53 54 58

IMGVR_UViG_2563366810_000006|2563366810|2563391435|163962-199387: 27,936-35,424 (+)

MTase_II_00058 Type (CDS_0046) 47 48 49 50 51 52 55

IMGVR_UViG_2558860664_000007|2558860664|2558898327|304419-340578: 27,380-36,158 (+)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0047)
48 49 50 51 52 53 54

OTU_3219: 28,007-34,959 (+)

49 50 51 52 53 54 55

IMGVR_UViG_2576861587_000012|2576861587|2576902443|8352-45899: 30,177-37,546 (+)

48 49 50 51 52 53 54

IMGVR_UViG_2563366780_000002|2563366780|2563390113|137241-175427: 30,715-38,185 (+)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0048)
RM__Type_I_MTases_FAM_0 (CDS_0049)

50 56

IMGVR_UViG_2558860668_000006|2558860668|2558898479|177827-214603: 29,551-36,775 (+)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0047)
RM__Type_I_MTases_FAM_0 (CDS_0048)

49 50 51

ivig_3909: 28,836-37,415 (+)

MTase_II_00072 Type (CDS_0051)
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0052)

53 54 55 56 57 58 59 60 61 65

Shkoporov_2019_SRR9161487_NODE_74_length_37164_cov_9.810612: 28,595-37,162 (+)

MTase_II_00058 Type (CDS_0050) 51 52 53 54 55 56 57 58 transcriptional activator (CDS_0059)

IMGVR_UViG_2531839257_000002|2531839257|2531880574|31126-67723: 28,864-36,596 (+)

MTase_II_00058 Type (CDS_0047) 48 49 50 51 52 53

IMGVR_UViG_2558860874_000003|2558860874|2558907420|250979-290453: 29,697-39,473 (+)

RM__Type_I_MTases_FAM_0 (CDS_0049) 51 52 53 54 55 56 57

IMGVR_UViG_2517572131_000004|2517572131|2517589016|2323895-2361163: 27,389-37,267 (+)

DNA methyltransferase (CDS_0048) 49 50 51 52 53 54 55 56 57 58

3000 nt
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