
MGV-GENOME-0246712: 7,797-25,890 (+)

11
12

13
14 15 16 17 18

19
20 21 22 23 24 25 26

27
2829 30

MGV-GENOME-0205068: 7,793-21,422 (+)

ATPase (CDS_0015) 19 20 21

MGV-GENOME-0175453: 7,671-20,523 (+)

13 18 tail protein (CDS_0019)

MGV-GENOME-0172462: 7,640-20,085 (+)

17 18 tail protein (CDS_0019)

uvig_221654: 7,856-31,039 (+)

20 21 22

endonuclease (CDS_0023)

24
Dpd__FolE (CDS_0025)

26 27 28 29 30 31

uvig_386013: 8,123-19,106 (+)

20 21
tail length tape measure protein (CDS_0022)

26 28

uvig_385147: 7,906-21,099 (+)

19 20 tail length tape measure protein (CDS_0021)

MGV-GENOME-0308464: 8,390-38,804 (+)

20 21 22 23
anti-RM (APIS136) (CDS_0024)

25 26 27 28 29 30 31

IMGVR_UViG_3300029528_000077|3300029528|Ga0244850_100128|25398-66048: 8,140-37,193 (+)

19 20 21
anti-RM (APIS136) (CDS_0022)

23 24 25 26 27 28 29 30

IMGVR_UViG_3300029374_000317|3300029374|Ga0243945_1000022|31164-74589: 8,154-39,968 (+)

19 20 21 22

ZorB1_00001 MotB (CDS_0023)

24
anti-RM (APIS136) (CDS_0025)

26 27 28 29 30 31 32

MGV-GENOME-0310332: 8,020-41,604 (+)

18 19 20 21
anti-RM (APIS136) (CDS_0022)

23 24 25 26 27 28 29 30

IMGVR_UViG_3300045988_087744|3300045988|Ga0495776_186409: 8,347-36,650 (+)

20 21
anti-RM (APIS136) (CDS_0022)

23 24 25 26 27
tail fiber protein (CDS_0028)

29

IMGVR_UViG_3300045988_112458|3300045988|Ga0495776_025319: 8,539-37,751 (+)

19 20
anti-RM (APIS136) (CDS_0021)

22 23 24 25 26
tail fiber protein (CDS_0027)

28

MGV-GENOME-0281899: 8,066-39,164 (+)

19 20 21 22
anti-RM (APIS136) (CDS_0023)

24 25 26 27 28 29 30

MGV-GENOME-0280570: 8,066-38,887 (+)

19 20 21
anti-RM (APIS136) (CDS_0022)

23 24 25 26 27 28 29

IMGVR_UViG_3300045988_085473|3300045988|Ga0495776_055603: 7,920-39,736 (+)

18 19 20 21 22 23
anti-RM (APIS136) (CDS_0024)

25 26 27 28 29 30

MGV-GENOME-0282786: 7,920-39,331 (+)

18 19 20 21 22 23
anti-RM (APIS136) (CDS_0024)

25 26 27 28 29 30

IMGVR_UViG_3300029178_000069|3300029178|Ga0167504_100068|365-45945: 8,140-42,124 (+)

19 20 21 22 23
anti-RM (APIS136) (CDS_0024)

25 26 27 28 29 30 31 32

IMGVR_UViG_3300045988_118207|3300045988|Ga0495776_114152: 8,186-37,513 (+)

19 20

translation elongation factor (CDS_0021)
anti-RM (APIS136) (CDS_0022)

23 24 25 26 27
tail fiber protein (CDS_0028)

29

MGV-GENOME-0273459: 7,920-36,559 (+)

1819 20
anti-RM (APIS136) (CDS_0021)

22 23 24 25 26 27

MGV-GENOME-0275846: 8,285-37,932 (+)

19 20 21
anti-RM (APIS136) (CDS_0022)

23 24 25 26 27 28 29

IMGVR_UViG_3300045988_068422|3300045988|Ga0495776_025687: 8,186-35,892 (+)

19 20 21 22 23 24 25 26 27

MGV-GENOME-0307350: 8,345-41,668 (+)

20 21 22

Lamassu-Fam__LmuB_SMC_Hydrolase_protease (CDS_0023)

24 25
26

27 28 29 30 31 32 33

uvig_325959: 8,224-40,000 (+)

19 20 21 22
23

24 25

anti-RM (APIS136) (CDS_0026)

27 28 29 30 31 32 33

IMGVR_UViG_3300029522_000210|3300029522|Ga0244835_1000214|13645-55105: 8,020-38,511 (+)

18 19 20
anti-RM (APIS136) (CDS_0021)

22 23 24 25 26 27 28 29 30 tail length tape measure protein (CDS_0031)

uvig_322991: 8,216-37,137 (+)

19 20 21
anti-RM (APIS136) (CDS_0022)

23 24 25 26 27 28 29

MGV-GENOME-0342622: 8,216-37,590 (+)

19 20 21

anti-RM (APIS136) (CDS_0022)

23 24 25
RT_III-AM_III-B_2 (CDS_0026)

27 28 29

MGV-GENOME-0324482: 8,078-41,760 (+)

19 20 21 22

ribonucleoside-diphosphate reductase large subunit (CDS_0023)

24
anti-RM (APIS136) (CDS_0025)

26 27 28 29 30 31 32

MGV-GENOME-0321466: 8,216-44,828 (+)

19 20 21 22 23 24

tet_MFS_A_B_C_D-NCBIFAM Tet(A)/Tet(B)/Tet(C) family tetracycline efflux MFS transporter (NF012174.0) (CDS_0025)

26 27

ATP-dependent protease (CDS_0028)
anti-RM (APIS136) (CDS_0029)

30 31 32 33 34 35 36

MGV-GENOME-0346368: 8,020-39,219 (+)

18 19 20 21 22
23

24

anti-RM (APIS136) (CDS_0025)

26 27 28 29 30 31 32

IMGVR_UViG_3300029550_000149|3300029550|Ga0245019_100085|34161-78631: 8,083-41,013 (+)

19 20 21
DNA polymerase (CDS_0022)

anti-RM (APIS136) (CDS_0023)

24 25 26 27 28
tail fiber protein (CDS_0029)

30

uvig_243218: 7,803-39,770 (+)

18 19 20
anti-RM (APIS136) (CDS_0021)

22 23 24 25 26 27 28 29

MGV-GENOME-0323872: 7,920-39,740 (+)

18
19 20 21 22 23

anti-RM (APIS136) (CDS_0024)
25 26 27 28 29 30 31

IMGVR_UViG_3300045988_185183|3300045988|Ga0495776_174703|3-46981: 8,186-43,534 (+)

18 19 20 21 22 23 24 25 26 27 28 29 30

IMGVR_UViG_3300045988_112861|3300045988|Ga0495776_024707: 8,078-37,527 (+)

19 20 21
anti-RM (APIS136) (CDS_0022)
DNA methyltransferase (CDS_0023)

24 25 26 27 28 29 30 31

uvig_584478: 7,911-37,852 (+)

18 19 20
anti-RM (APIS136) (CDS_0021)

22 23 24 25 26 27 28 29 3031
anti-repressor Ant (CDS_0032)

33

MGV-GENOME-0358049: 8,186-37,049 (+)

19 20 21 22 23 24 25 26 27 28 29 3031
anti-repressor Ant (CDS_0032)

uvig_594964: 7,920-37,406 (+)

18 19 20

anti-RM (APIS136) (CDS_0021)

22 23 24
RT_III-AM_III-B_2 (CDS_0025)

26 27 28 29 3031
anti-repressor Ant (CDS_0032)

33

IMGVR_UViG_3300045988_113632|3300045988|Ga0495776_114128: 7,843-37,506 (+)

19 20 21
anti-RM (APIS136) (CDS_0022)

23 24 25 26 27
tail fiber protein (CDS_0028)

29

IMGVR_UViG_2876625285_000003|2876625285|2876625285|87352-134081: 7,780-43,727 (+)

17 18 19 20 21 22

MTase_II_00020 Type (CDS_0023)
anti-RM (APIS136) (CDS_0024)

25 26 27 28 29 30 31 32 33
tail length tape measure protein (CDS_0034)

39

IMGVR_UViG_3300045988_136369|3300045988|Ga0495776_137727: 8,344-41,930 (+)

20
21

22 23 24 25 26 27

transcriptional regulator (CDS_0028)

29
30

31

anti-RM (APIS136) (CDS_0032)

33 34 35 36 37 38 39

MGV-GENOME-0303015: 7,802-33,460 (+)

17 18 19 20 21
anti-RM (APIS136) (CDS_0022)

23 24 25 26 27 28 29

MGV-GENOME-0334704: 7,802-30,595 (+)

19 20 21 22 23 24 25 26 27 28

MGV-GENOME-0232091: 8,348-30,271 (+)

20 21 22 23 24 25 26 27 28

MGV-GENOME-0349284: 7,940-33,928 (+)

20 21 22 23 24
anti-RM (APIS136) (CDS_0025)

26 27 28 29 30

uvig_62822: 7,940-32,640 (+)

20 21 22 23
anti-RM (APIS136) (CDS_0024)

25 26 27 28 29

SRS019090_a1_ct30777_vs01: 7,944-42,149 (+)

20 21 22 23 24 25 26
anti-RM (APIS136) (CDS_0027)

28 29 30 31 32 36

MGV-GENOME-0266522: 8,486-36,145 (+)

21 22 23 24 25 26

anti-RM (APIS136) (CDS_0027)

28
29

30 31 32 33 34 35

uvig_447064: 8,489-36,399 (+)

21 22
23

24 25 26

major tail protein (CDS_0027)
28

29

anti-RM (APIS136) (CDS_0030)

31 32 33 34 tail protein (CDS_0035)

IMGVR_UViG_2788500337_000004|2788500337|2788559152|512872-555356: 7,920-39,027 (+)

18 19 20 21 22 23 24

MutT/NUDIX hydrolase (CDS_0025)
anti-RM (APIS136) (CDS_0026)

27 28 29 30 31

MGV-GENOME-0254725: 8,020-23,510 (+)

18 19 20 21 22 23

MGV-GENOME-0235587: 7,920-22,576 (+)

18 19 20 21 22

uvig_409571: 7,940-25,440 (+)

18 19 20 21 22 23

MGV-GENOME-0240573: 7,920-27,405 (+)

18 19 20 21 22 23 24

MGV-GENOME-0182190: 8,140-21,550 (+)

19 20 21 tail protein (CDS_0022)

MGV-GENOME-0177260: 8,125-20,803 (+)

19 tail protein (CDS_0020)

MGV-GENOME-0174528: 8,186-20,389 (+)

19 tail protein (CDS_0020)

MGV-GENOME-0205071: 8,186-20,364 (+)

19 20

MGV-GENOME-0207280: 8,218-22,778 (+)

19 20 21 22 23

MGV-GENOME-0203907: 8,344-22,011 (+)

20 21 22

MGV-GENOME-0197202: 8,539-20,995 (+)

19 20

MGV-GENOME-0213323: 8,202-22,173 (+)

19 20

MGV-GENOME-0191612: 8,150-20,466 (+)

19

MGV-GENOME-0201960: 8,125-21,813 (+)

19 20

MGV-GENOME-0231774: 8,186-27,166 (+)

19 20 21
tail fiber protein (CDS_0022)

23

MGV-GENOME-0209942: 8,140-23,198 (+)

19 20
21

22
PDC-S05_WP_078711833.1 (CDS_0023)

MGV-GENOME-0236211: 7,877-27,617 (+)

17 18
ABC transporter (CDS_0019)

20 21

MGV-GENOME-0231282: 8,344-26,146 (+)

20 21 22 2324
Sigma L (VF0855) (CDS_0025)

26 27

MGV-GENOME-0177416: 8,355-21,330 (+)

20 21 22 tail length tape measure protein (CDS_0023)

uvig_408870: 7,778-18,606 (+)

17 18 19 tail length tape measure protein (CDS_0020)

MGV-GENOME-0199896: 7,877-21,219 (+)

17 18 19 20 anti-repressor Ant (CDS_0021)

MGV-GENOME-0222145: 8,222-28,465 (+)

19 20 21 22 23

MGV-GENOME-0183430: 8,175-21,737 (+)

19 20 21 tail protein (CDS_0022)

MGV-GENOME-0233789: 7,920-26,084 (+)

18 19 20 21 22 23 24 25 26

MGV-GENOME-0196036: 7,920-23,810 (+)

18 19 20 21 22 23 24

MGV-GENOME-0255851: 8,020-33,469 (+)

18 19 20 21
drt-cluster433 DRT (CDS_0022)

PDC-S01_WP_067088819.1 (CDS_0023)

24 25 26 27

MGV-GENOME-0241583: 8,087-27,241 (+)

19 20 21 22 23

SAMN05414990_a1_ct23829: 8,020-38,701 (+)

18 19 20 21 22

PDC-M64C_WP_110053925.1 (CDS_0023)

tRNA-Leu(TAG)
24 25

drt-cluster433 DRT (CDS_0026)
PDC-S01_WP_067088819.1 (CDS_0027)

28 29 30 31

SAMN06165016_a1_ct147016_vs1: 7,920-37,414 (+)

18 19 20
PsyrTA__PsyrT (CDS_0021)

PsyrTA__PsyrA (CDS_0022)

23

ADP-ribosylglycohydrolase (CDS_0024)

25 26 27 28

uvig_184212: 8,186-34,461 (+)

19
transcriptional repressor (CDS_0020)

21 22
23

AbiD__AbiD (CDS_0024)

25

PDC-S02_WP_143549780.1 (CDS_0026)

27 28 tail protein (CDS_0029)

uvig_243312: 8,071-27,220 (+)

19 20 21 22 23

MGV-GENOME-0322957: 8,344-29,732 (+)

20 21 22 23
MutT/NUDIX hydrolase (CDS_0024)

25 26 27

Tiamat__TmtA_2639564464 (CDS_0028)

29
transposase (CDS_0030)

MGV-GENOME-0310022: 7,878-31,259 (+)

17 18
19

20 21 22 23 24 25 26 27 28 29

uvig_404273: 7,878-32,465 (+)

17 18 19 20
DEDDh_I_II_III_IV_V_VI_1 (CDS_0021)

Siderophore-dependent iron uptake system (VF0738) (CDS_0022)

23 24 25 26 27 28 29

MGV-GENOME-0248424: 7,878-27,884 (+)

17 18 19

DEDDh_I_II_III_IV_V_VI_1 (CDS_0020)
Siderophore-dependent iron uptake system (VF0738) (CDS_0021)

22 23 24
DNA binding protein (CDS_0025)

26

MGV-GENOME-0272894: 7,878-29,931 (+)

17 18 19 20 21 22 23 24 25 26

uvig_329437: 8,140-36,745 (+)

19 20
21

22

PDC-S05_WP_078711833.1 (CDS_0023)

24 25 26 27 28 29 30 31
32

33 34

MGV-GENOME-0221582: 8,186-25,872 (+)

19 20 21 22 23
glycosyltransferase (CDS_0024)

LOS (VF0326) (CDS_0025)

10000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) AMR (AMRFinderPlus) tRNA


