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SRS020226_al_ct6112_vs01: 16,723-30,558 (+)
2728 29 30 3435 36

IMGVR_UViG_3300008481_000255|3300008481|Ga0115177_1000049|13733-59078: 16,723-31,621 (+)
translation elongation factor (CDS_0034)
2425 26 27 28 29 tRNA-Pro(GGG) 33 36 DNA primase (CDS_0037)

IMGVR_UViG_3300006289_000179|3300006289|Ga0099614_100242: 16,498-40,313 (+)
membrane protein (CDS_0025)
2223 24 ] 26

IMGVR_UViG_3300008150_000326|3300008150|Ga0114319_1000249: 16,758-28,586 (+)
membrane protein (CDS_0025)
23 24 26 30 31 32

SRS049318_al _ct78279_vs1:16,758-32,607 (+)
membrane protein (CDS_0025)

23 24 | 26 30
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IMGVR_UViG_7000000584_000121|7000000584|SRS049318_LANL _scaffold_86457: 16,758-30,757 (+)

2425 26 27

| I I —
IMGVR_UViG_3300007531_000297|3300007531|Ga0105502_1000213|5495-53067: 18,782-30,643 (+)
amidoligase enzyme (CDS_0013)
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SRS147281_al_ct10661_vs1:9,905-29,698 (+)
16 20 21 22 2324 25)

IMGVR_UVIG_. 3300008152 000238|3300008152\Ga0114285 1000157:9,905-29,734 (+)
9000 nt i
DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other unknown function tRNA
I I




