anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS_0045)
phosphoadenosine phosphosulfate reductase (CDS_0050)
DNA replication initiation (CDS_0046)
‘ Druantia_ll__DruM (CDS_0048)
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IMGVR_UViG_3300045988_181514|3300045988|Ga0495776_086711:30,322-36,882 (+)
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IMGVR_UViG_3300045988_176320|3300045988|Ga0495776_007082: 30,314-40,114 (+); 1-2,051 (+)

ERCC4-type nuclease Druantia_ll__DruM (CDS_0044)
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MGV-GENOME-0258351:29,131-38,159 (+)
SspD_00001 SspD (CDS_0051)
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uvig_528791:29,295-38,729 (+)
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ERCC4-type nuclease (CDS_0041) 46 49 751 52

MGV-GENOME-0247106:29,041-34,332 (+)
DNA methyltransferase (CDS_0046)
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IMGVR_UViG_3300045988_180543|3300045988|Ga0495776_062537: 29 203-35,729 (+)
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DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)
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