Bacteriophage abortive infection AbiH__AbiH (CDS_0030)
amidase (CDS_0027)
25 beta-glucosyl-HMC-alpha-glucosyltransferase (CDS_0034)
23 ET 26 28 29 31 32 33 terminase small subunit (CDS_0035)
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MGV-GENOME-0236839:22,323-34,668 (+)

beta-glucosyl-HMC-alpha-glucosyltransferase (CDS_0031)
28 29 30 terminase small subunit (CDS_0032)
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MGV-GENOME-0219079:22,284-31,391 (+)

beta-glucosyl-HMC-alpha-glucosyltransferase (CDS_0033)
26 2829 30 31 32 terminase small subunit (CDS_0034)
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MGV-GENOME-0232536:22,940-33,804 (+)
28 29 30 31 terminase small subunit (CDS_0032)
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MGV-GENOME-0221718:21,793-30,709 (+)
29 30 terminase small subunit (CDS_0031)
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MGV-GENOME-0207002: 22,043-29,215 (+)
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MGV-GENOME-0202812:20,060-28 473 (+)
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MG\/ GENOME-4397388: 20, 531 27,786 (+)
27 28 29 30 31 32

MGV GENOME-0216796: 20, 605 30,989 (+)
28 29

MGV GENOME-43957583: 20, 908 27 241( )

MGV-GENOME-4397519: 3-6, 574( )
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MGV-GENOME-0238508: 3-6,300 (-)
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MGV-GENOME-0233336:23,776-29,925 (+)
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MGV-GENOME-4394949:3-6,377 (-)
beta-glucosyl-HMC-alpha-glucosyltransferase (CDS_0032)
27
21 22 2829 30 31 terminase small subunit (CDS_0033)
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MGV-GENOME-0221260: 20,943-31,758 (+)
beta-glucosyl-HMC-alpha-glucosyltransferase (CDS_0030)

20 26 27 28 29 terminase small subunit (CDS_0031)
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MGV-GENOME-0222572:21,400-31,984 (+)
beta-glucosyl-HMC-alpha-glucosyltransferase (CDS_0029)
21 26 27 28 terminase small subunit (CDS_0030)
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MGV-GENOME-0212881:20,634-30,255 (+)
1 2 4 amidase
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MGV-GENOME-4397461:3-7,045 (+)

tail protein (CDS_0001)
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MGV-GENOME-4394434:1-8,705 (+)
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MGV-GENOME-0204705: 3-7,888 (+)
tail protein (CDS_0004)
1 2 3 5 tail protein (CDS_0006)

MG\/ GENOME-O258465: 1-17,154 (+)
1 2 3 4 5 6 7 8 9101112 13 14 15 16 17 18 tail protein (CDS_0019)

MGV-GENOME-0313474:1-26,539 (+

tail protein (CDS_0046)
45
T tail protein (CDS_0044)
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MGV GENOME-0294977: 20 074-45 384( )
62 57
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MGV-GENOME- 0318428 22, 101 47, 493( )
10000 nt {
head and packaging lysis other tail unknown function defence (DefenseFinder) tRNA
N — I L] I




