
uvig_240008: 30,066-36,468 (+)

anti-repressor (CDS_0049) 50 51 52 53 54 55

RecT-like ssDNA annealing protein (CDS_0056)

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0057)
replication initiation protein (CDS_0058)

59 60 61 62

MGV-GENOME-0266141: 29,090-34,985 (+)

44 49 RecT-like ssDNA annealing protein (CDS_0050)

uvig_571636: 31,496-38,268 (+)

54 RecT-like ssDNA annealing protein (CDS_0055) 60
DNA methyltransferase (CDS_0061)

62

DNA methyltransferase

IMGVR_UViG_3300045988_077209|3300045988|Ga0495776_019497: 31,496-38,268 (+)

54 55

IMGVR_UViG_3300045988_100661|3300045988|Ga0495776_094424: 31,214-37,810 (+)

replication terminator (CDS_0051)52 53 54 exonuclease (CDS_0055)

uvig_479271: 32,459-38,950 (+)

52 53 54 replication terminator (CDS_0057)58 59 60 exonuclease (CDS_0061)
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0062)

oMTase_00015 orphan (CDS_0066)

MGV-GENOME-0278301: 32,459-38,950 (+)

57 58 59 60 exonuclease (CDS_0061)
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0062)

uvig_136736: 33,743-38,684 (+)

63 64 exonuclease (CDS_0065)
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0066)

uvig_125331: 31,965-36,372 (+)

53 54 59

IMGVR_UViG_3300030379_000030|3300030379|Ga0167483_1000546: 31,965-36,401 (+)

59

MGV-GENOME-0274922: 31,965-36,668 (+)

59 60

2000 nt

DNA, RNA and nucleotide metabolism other transcription regulation unknown function defence (PADLOC) anti-defence (dbAPIS)


