
MGV-GENOME-0330299: 20,589-29,445 (+)

27 28 29 30 31 tRNA-Ser(GCT) 32
PDC-M24B_WP_172176026.1 (CDS_0033)

34 35
capH (CDS_0036)

37 38 39 40

IMGVR_UViG_3300045988_111387|3300045988|Ga0495776_169471: 20,589-29,445 (+)

PDC-M24B_WP_172176026.1 (CDS_0033)
34 35 38

uvig_590433: 19,297-29,455 (+)

23
PDC-M24B_WP_172176026.1 (CDS_0030)

31 32 superinfection exclusion (CDS_0033) 37

IMGVR_UViG_3300045988_121425|3300045988|Ga0495776_174584: 20,443-30,389 (+)

endolysin (CDS_0030)
PDC-M24B_WP_172176026.1 (CDS_0032)

superinfection exclusion (CDS_0033)
transcriptional repressor (CDS_0036)

37 41

MGV-GENOME-0303014: 22,276-30,836 (+)

34 36

uvig_592889: 20,846-31,143 (+)

32
membrane protein (CDS_0033)

superinfection exclusion (CDS_0034) 35

IMGVR_UViG_3300045988_135431|3300045988|Ga0495776_138032: 22,314-30,148 (+)

36
superinfection exclusion (CDS_0037)

39

IMGVR_UViG_3300045988_125521|3300045988|Ga0495776_098489: 20,860-29,453 (+)

32 superinfection exclusion (CDS_0033)

MGV-GENOME-0296485: 22,253-30,946 (+)

35 36 37 43

MGV-GENOME-0302457: 20,533-29,868 (+)

33 34 35 42

IMGVR_UViG_3300045988_129718|3300045988|Ga0495776_136127: 20,533-29,308 (+)

31 33 34 35

IMGVR_UViG_3300045988_160163|3300045988|Ga0495776_086449: 19,804-29,944 (+)

29 30 31 superinfection exclusion (CDS_0032)

uvig_382499: 19,418-29,803 (+)

29
membrane protein (CDS_0030)

31

MGV-GENOME-0305231: 19,062-29,479 (+)

22 23 Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0030) 31

MGV-GENOME-0291074: 20,375-29,183 (+)

PDC-M24A_WP_215689254.1 (CDS_0031)
PDC-M24B_WP_172176026.1 (CDS_0032) 33

uvig_17897: 19,930-29,710 (+)

PDC-M24A_WP_215689254.1 (CDS_0031)
PDC-M24B_WP_172176026.1 (CDS_0032)

33 superinfection exclusion (CDS_0034)

SAMN04571727_a1_ct20081: 19,751-28,512 (+)

25 30 31 superinfection exclusion (CDS_0032)

IMGVR_UViG_3300045988_147533|3300045988|Ga0495776_086441: 23,303-32,902 (+)

35 36
MazEF__MazE (CDS_0037)

MazEF__MazF (CDS_0038) 40

transcriptional repressor (CDS_0041)

42 48 49

MGV-GENOME-0280849: 22,321-29,601 (+)

36

SAMEA2737773_a1_ct31996: 19,835-30,411 (+)

PDC-M24A_WP_215689254.1 (CDS_0032)

PDC-M24B_WP_172176026.1 (CDS_0033)
MazEF__MazE (CDS_0034)

MazEF__MazF (CDS_0035) 36

MGV-GENOME-0336946: 19,835-30,464 (+)

PDC-M24A_WP_215689254.1 (CDS_0032)

PDC-M24B_WP_172176026.1 (CDS_0033)
MazEF__MazE (CDS_0034)

MazEF__MazF (CDS_0035) 36

SAMEA1906470_a1_ct17214: 20,437-29,821 (+)

32 33 34

MGV-GENOME-0310131: 21,155-30,162 (+)

superinfection exclusion (CDS_0034) 35

MGV-GENOME-0286504: 19,907-30,123 (+)

30
membrane protein (CDS_0031)

superinfection exclusion (CDS_0032)

uvig_23999: 19,934-29,246 (+)

PDC-M24A_WP_215689254.1 (CDS_0029)
PDC-M24B_WP_172176026.1 (CDS_0030)superinfection exclusion (CDS_0031) 37

IMGVR_UViG_3300029365_000531|3300029365|Ga0243866_1000478|1-47321: 19,779-30,336 (+)

30 drt-cluster579 DRT (CDS_0031) 32 33 34 superinfection exclusion (CDS_0035)

IMGVR_UViG_2832056657_000002|2832056657|2832056747|19065-65394: 19,333-29,867 (+)

28 29 32
drt-cluster579 DRT (CDS_0033)

34 35

membrane protein (CDS_0036)

37 superinfection exclusion (CDS_0038)

ivig_1250: 19,617-29,336 (+)

34
membrane protein (CDS_0035)

36 superinfection exclusion (CDS_0037)

IMGVR_UViG_3300045988_146546|3300045988|Ga0495776_159308: 19,627-27,940 (+)

25 superinfection exclusion (CDS_0027)

MGV-GENOME-0291880: 19,904-28,259 (+)

27

IMGVR_UViG_3300045988_126465|3300045988|Ga0495776_029480: 19,050-25,911 (+)

27 33 replication initiation protein (CDS_0035)

4000 nt
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