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IMGVR_UViG_3300045988_126465|3300045988|Ga0495776_029480: 20,474-27,360 (+)

capH (CDS_0036)
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MGV-GENOME-0291880: 27,042-32,274 (+)
27 superinfection exclusion (CDS_0028) 34 35 36

IMGVR_UVIiG_3300045988_161396|3300045988|Ga0495776_157295:21,272-29,027 (+)
PDC-M24B_WP_172176026.1 (CDS_0033)
PDC-M24A_ WP_215689254.1 (CD5_0032)  MazEF_MazE (CDS_0034)
31 \ MazEF_MazF (CDS_0035) 36 38 39 40 43 44

IMGVR_UViG_3300045988_111387|3300045988|Ga0495776_169471:27,282-32,575 (+)
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uvig_596848: 28,181-32,270 (+)
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IMGVR_UViG_3300045988_146546|3300045988|Ga0495776_159308:26,821-31,339 (+)
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uvig_366848:26,796-31,813 (+)
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MGV-GENOME-0305231:29,264-33,553 (+)
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MGV-GENOME-0292107:29,726-36,894 (+
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IMGVR_UViG_3300045988_160163|3300045988|Ga0495776_086449:29,726-36,775 (+)
47 RM_Type_ll_Type_ll_MTases_FAM_2 (CDS_0048)
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ivig 1250:27,919-32,443 (+
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