
SAMN04571727_a1_ct20081: 34,795-40,427 (+)

55 56 57 58 59 60 61 62 63 64 65 66 67 68 69

MGV-GENOME-0280849: 33,521-39,122 (+)

55 56
site-specific recombination directionality factor RDF (CDS_0058)

59 61 62 63

uvig_17897: 35,449-39,763 (+)

59 60 61 64

MGV-GENOME-0291074: 36,292-41,090 (+)

60 61

MGV-GENOME-0310131: 36,352-42,139 (+)

63 64 68 70

IMGVR_UViG_3300045988_125521|3300045988|Ga0495776_098489: 37,612-42,791 (+)

61 63 64 65

IMGVR_UViG_3300045988_140030|3300045988|Ga0495776_155107: 35,426-39,058 (+)

57 58 59 60 61

IMGVR_UViG_3300045988_146546|3300045988|Ga0495776_159308: 35,981-39,588 (+)

54 55 56 57 58 site-specific recombination directionality factor RDF (CDS_0060)

MGV-GENOME-0296485: 37,734-42,715 (+)

61 62 63 64 67

uvig_63192: 37,510-42,700 (+)

63 67 69

IMGVR_UViG_3300045988_135431|3300045988|Ga0495776_138032: 37,510-42,700 (+)

site-specific recombination directionality factor RDF (CDS_0067)

MGV-GENOME-0291880: 36,513-39,562 (+)

54 55 56 57

IMGVR_UViG_3300045988_170583|3300045988|Ga0495776_179426: 33,101-39,759 (+)

46 47
HNH endonuclease (CDS_0048)

49 50 51 52 54

MGV-GENOME-0305231: 33,101-39,759 (+)

51 54

MGV-GENOME-0286504: 35,465-38,903 (+)

55

MGV-GENOME-0292107: 34,115-40,291 (+)

48 50 51 52 53 54 56 57

IMGVR_UViG_3300045988_160163|3300045988|Ga0495776_086449: 34,115-40,172 (+)

55 56

uvig_366848: 37,723-41,872 (+)

59 60 61 62

uvig_590433: 36,024-39,412 (+)

57 58 63

IMGVR_UViG_3300045988_147533|3300045988|Ga0495776_086441: 34,506-41,432 (+)

54
nucleoside triphosphate pyrophosphohydrolase (CDS_0055)

56 59 site-specific recombination directionality factor RDF (CDS_0061)

2000 nt

DNA, RNA and nucleotide metabolism integration and excision unknown function


