
IMGVR_UViG_3300045988_102576|3300045988|Ga0495776_126414: 27,478-37,845 (+)

45 46 47 48 49 50 51 52
tRNA-Undet(NNN)

oMTase_00015 orphan (CDS_0053)

54 55

site-specific recombination directionality factor RDF (CDS_0056)

57
transcriptional regulator (CDS_0058)

59 60
ParB-like partition nuclease (CDS_0061)

62 63 64

uvig_595134: 27,497-34,310 (+)

45 50 52 53 54 57

MGV-GENOME-0263350: 27,712-35,610 (+)

oMTase_00015 orphan (CDS_0049) 51 52 53 54 55 60

uvig_195807: 27,712-35,610 (+)

51

Lar anti-RM (APIS033) (CDS_0052)

53
DNA methyltransferase (CDS_0054)

55

IMGVR_UViG_3300029720_000035|3300029720|Ga0245229_1000891: 27,712-35,555 (+)

51 52 53 54

IMGVR_UViG_3300045988_109595|3300045988|Ga0495776_043857: 28,037-35,567 (+)

52 53 54

MGV-GENOME-0252216: 27,646-34,705 (+)

53 54 55

uvig_405239: 27,398-35,421 (+)

51 53 54 55 56 57

MGV-GENOME-0253368: 27,779-36,768 (+)

52 53 54 55 61 62

IMGVR_UViG_3300045988_133964|3300045988|Ga0495776_016096: 27,779-36,768 (+)

52 53 54 55

MGV-GENOME-0258417: 28,732-35,865 (+)

54 55 56 57 58 59

uvig_590840: 27,224-35,158 (+)

44 45 49 51 52 53 54

IMGVR_UViG_3300045988_115189|3300045988|Ga0495776_017007: 27,344-35,367 (+)

50 51 52
site-specific recombination directionality factor RDF (CDS_0053)

54

Manrique_Person1_NODE_109_length_38087_cov_648.890618: 27,400-35,621 (+)

52

Lar anti-RM (APIS033) (CDS_0053)

54
DNA methyltransferase (CDS_0055)

56

IMGVR_UViG_3300045988_119788|3300045988|Ga0495776_128371: 28,296-35,810 (+)

49 54 DNA methyltransferase (CDS_0056)

4000 nt

DNA, RNA and nucleotide metabolism integration and excision other transcription regulation unknown function defence (PADLOC) anti-defence (dbAPIS) tRNA


